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R miE REFFRAENNT T ESERE

M REEEY, XURAT, AR HE R Y ARk, & WA,

%, wRAR
(1. 7 PRHE A X EA T A A 70 B4k 537600 HhE; 2. 7 PE K2 AR2Ebx 778 BE T 530004 HE)

B OB WG G T A eI k, KR N AR iR ) (Biston suppressaria) i H 7y BT 4
& BATBBCECRIVANTA, B TR A EoR P TR LUT 28 R AE DG T B M BRI BRI AR R
WERAIE 3Bt 15 BRIB S SRR W3 22 S 1A, 28 16S rDNA JPA 1At 4 AT e v IR L 2F
TEAT B 55 10 B IR, Forh, ZEFAT BRL B bk Bo BOEAtm i o 4] WA b B f i JXUIE 52 59 240 1 1=
O, e85 7 H BIHRIESET- 23K 60.0%, HAET HUAF I I RR 8 ZOWFHIE, BRI BT3RS Bo JE¥ 5
MR 7% o BLAt, B6 X HoAth P A RURE )y iy, A48 K 3 A IR (Mugwort looper) Rl /N 58 K8 (Jankowskia
Suscaria) B MALAFTE—E BVBURTE . ABTTESERR VI ZEAFTHERLRbE Bo nIAE 0 #ut A= By i, D Jm 2T A1l

LTINS SO E ot o S i i Sl s X

KARBIA: ThA Rk 40 3 S5 16S tDNA; ZEMFF R

XEHRS: 1674 — 7054(2026)06 — 0989 — 08

Rk 3, KRR, ARI, S5 Ry RO S0 40 5 (1025 43 B 5 e [T]. i B 23 (th ),
2026, 17(6): 989-996. DOI: 10.15886/j.cnki.rdswxb.20250072 CSTR: 32425.14.j.cnki.rdswxb.

hESHEE: S476.1  XEFREEE: A

20250072

TR Rk (Biston suppressaria) %)) HUB FR A i
i ] | = B AR (Eucalyptus spp. ) %5 [ i Fh
R B0 IR RO DU A B R AR S A
R A A RSO X LA 1l A ol 35 2 — BT,
BRE N TR L DR RS 11 7 i 2 B R b 5 i e
RE A=A, [] sy A R 1Y) R A I G2 i 25 5 | /S AR AR
HEBRG A, 2022 4 8 H Il RIELE ) Vi
AR & A TR 7K 3 006.67 h?, 244 BT A
HUETR 93.6% . ALSE Y B v it 0 Xyl JUie
PR PR A A AR H B R e AR AN, o B A
AL A 2518 2 X RARAE S R el e R . PRt
SRR SR ARG ERAR NG, it SR X
THIR RO A 5 A A% LT P B PR R T e B2 B
BEEYES-S & v

TAE W) B O BOR AR FHELHE 1 2R 4=
Az BRA AT AR, 6T I AR B A AR 25 RN 2 A
YY) 7 U R M HA R B PR, R TR

©®ccey4.0 YrFHEHHER: 2025-05-29

fEE EHHA:

A= W i H s s T MR B TR
TR o B U LA TR B 0 S R U T Y 2 B S
JE ) E LA, 2 AR B T T K v e R Y BT
Z 1, AT PRERGIR T R (Apocheima
cinerarius) 53 5 1 ELA % HOWG PR B9 50 /N ZEARLAT T
(B. pumilus ) FkE CH-1, X} 2650 H 4l HUE A 34
MYEEACR o Janaki S5 38 o3 5206 & I T AL 2R
il #F & (B. subtilis)H Pk EBO1 Xf 75 9\ & it I8
(Cnaphalocrocis medinalis) B A7 R U1 7% g 7,
Al E S AN IR L T R . R, AT
B I A TR ) 2 B A AR IBCELAT TR A I A (ELFY)
gk T B AR M A

B H I BT ) 23 B il A G U o7 O
5 T AR R AR 20 S BUR M, NS
S A% UM o B TSR . AR A A%
GREFRE G o T HEY) O I, 23T GE 165 IDNA
FOR G R G0 F W0 E B0 40T 19 7028 5 1

2025—-07-01

EETUE : et s S A0 B HURIBE A 50 H CHEMRIIE [2025KX] 26 13 55 )71 A B2 2ol BHE 0 H

(2023GXZCLKO05)

PE—EE: MMEEE(1974—), B AR mPCTAN, WFSEIT I ARG o E-mail: 361543565@qq.com
BEEE: FWOUKR(1973—), B, AR MY T ARG, B9 R E S, E-mail: 3525652710@qq.com


https://doi.org/10.15886/j.cnki.rdswxb.20250072
https://cstr.cn/32425.14.j.cnki.rdswxb.20250072
https://cstr.cn/32425.14.j.cnki.rdswxb.20250072
mailto:361543565@qq.com
mailto:3525652710@qq.com

990 P EMFER (L) J Trop. Biol.

2026 4F

A3, P38 a1 42 20 A S 56 ok 20 R ) A R
FYE o o 2 A B0 TR0 AR RO Y % R
P, R A S 2 0k A= By R R A BRI AR

1 HMR57E%

1.1 KRR AULER AR AT AT
X E AR T 1 A AR 37 0 B (21038 ~ 22228 N,
109°38' ~ 110°17" B), #EHUMK[A] F SRR YL ESE | 14
P TERETCH BT RO L) B AR S SR AR T
BRI AL 3 A ARSR T, AR AR 508K 75% L1
WYL 30 s, 0.1% HgCly 12 2 min, )i LA
PR 2B T K vhk 3 Uk 23 1 O TR A B ) LA 43
PF 1.5 mL LW B OE T, BT AEWKE (4x1)
C WAGIRIAE, HEARES 12h N SRS
AT IR B

1.2 BHEEREROFME S EFHE 105
2, WO B A0 T IR RO 1) 58 3 i T G R AT
b, A 1 mL T4 0.85% A= FHER /K (4 0.05%
Tween-80), i FH TG B 21 K 48 784321 %K 5 min. 4%
SIHERS R 1.5 mL B0, 264000 rmin ', 4 °C
B0 3 min J7 BB W WAE 0 RAREE A AR A .

LB WK SR IEHIVE T 1 10 g Beh4R
B s g SALEN 10 g, il A 1000 mL Y ZEIB/KIG
bk 2 2 2V, 5 1.0 mol 'L A A Akl
OBV R pHE T & 7.2202 J5 K E & &

1000 mL. LB [&{A55 573 i il VE 75 ZEAE W AR 37
FEIERN E I ABUSRY 15 ~ 20 g itk miik
Je W AR 35 BE 40 28 2 = b, B S R 1T

121 °C B EZEVE K TE 30 min, Bl B rp AR 4730
BRI s, BRI TG Y

1.3 @ESBS5EN S sgk [10-11] 4
B R AR T I A RO (1 i 3 A B R AT 43 Al

o B 10 pL JEARHEERMAEERN T 100 mL LB {4
Big 3k b, THE R R R 9746 (28 °C, 180 r'min™")
MR SRS 24 ho KIS FE R 50> (10 000 rmin,
4 °C)10 min JF AR, FJCH A KHEE R
100 mL LB, & 46 B 7 B o) i B W 317 2291

e (10', 10°, 10°, 107), AR E 3 MAEY

2, WL 100 pL F BRI A1 T LB [EAR:
FRILFRM (D=9 cm FEFRIL), fff GRS KT KOG K
P B 358 i A i LA e 1 (S s I 3 B ) U A
3K, ARG BSFARE B 30 C R IR FRAA

G REE 48 he MW WFEAOBA. A5, %
FEAE) 0 1E H AR T, R — X R 2kt 17 4lifk .
2828 C ISR 24 h e, EHUE — X B IE i 2
BRI FREL, 4 C % H .

14 REFEMNFIESEE ETUARKIELE
FE T (T A8 28 50 AR E TR e B B AR EAS
— SR 5, R A0 2 R 41 DNA 4l ik F &
EasyPure® Bacteria Genomic DNA Kit(Jb 5t 42304
A=A BRS D), 4 BRI S ER i B 5 ik 42
BT L i A0 T i PR 2 DNA L 4RGSR R
Rk A2 R 2 Ak I 5 4. NanoDrop One (3% B2k
TR IR BB A R 2 F) )X ER RN vk B
7005 . SRFH41T 16S rRNA i 519 27F(5-
AGAGTTTGATCCTGGCTCAG-3")Y5  1492R(5'-
GGTTACCTTGTTACGACT T-3") %4 k&AL i i 5L
(K20 DNA #47 PCR #7351, PCR JUWAKF Hy 2%
Hotstart PCR Master Mix (54 T A= ¥ T F2 By
A BR 2 7] )25 ul, 338F 51 4 1 uL, 806R 5| 4
1 uL, £t DNA 1 pL, ddH20 %M % 50 pL, PCR
J R P A R 1)95 °C WA M 3 ming 2)95 C AR
PE 15 $;3)55 C 1B K 155;4)72 C 24 1053 5)72
C ZAEA 5 min; Horp, B8R 2)~) 085 30 K. i
2 PCR =Wk 2 A T AW TR AT FR A F]
HEFT XL ) — AR U

15 AERZLXEHMEE KNFHERS
A MEGA 12, {#i J ClustalW X} 5% IF JZ [] reads 1)
X, XA TP . P NCBI W
¥ (www.ncbi.nlm.nih.gov) ) BLASTn Lt X i 1% 7]
JEPERT S M BB, T 2k 3L K ¥ 51 FASTA #% 20 3C
4. f#iH MAFFT v7.505 #t47 2 75 Hext, SH0C%
FH auto B8 2, #E4T 1 000 ¥k 2 A0 A 5 o @ &
Gblocks v0.91b 2z Huxt 381 rh AR LR SF X B ARAS
B, SHUR R ALV . R 1Q-TREE
v2.2.0 #H47 I KSR 2 (Maximum Likelihood, ML)
MWERGREW, A ik R R TR/ 2 R
FAEHY, TR DL e B HE N (BIC) B e A 2
%4, B:F UltraFast Bootstrap 11755 1 000 X #4237 5
Rl it iTOL v6.7.1 4> K | 5 (0 B brss,
R SRR I Y 8 SRR = 90% MR AIE 4332 o
1.6 HRTERIE

1.6.1 ZZBBREMHE  FHKIEFT LB WA,
FIE, FETCHEIRIR N 30.0 °C T 200 r'min §744 %


www.ncbi.nlm.nih.gov

6 ]

Pl 255 Aot AR RUE 503 A T PO 20 0 1S 5 991

ODg(=0.8, &5.0> (8 000 xg, 10 min) 5 F & T L H
PBS iAW, F U Jy 1.0x10° CFU-mL™" . 418
15 W it A A FH 27K I Yk IS R R R I R T,
PRAEERRAY 3 4l B (n=30 ) 8 12 fi] M 2 1] M 255 4
ALY e A4 i R, X B 4R 45 i PBS Ab B, RF
7 dJEIHEARIESET R Bi R 554 (25.0£1.0) C,
T (60.0£2.0) %, Y64 L:D=14 h:10 ho XJ A7
FEAR T K560 5 52 B B R AR HE A T R IIE, BB
- HARSR L 75% & B 3 WO UE 30 s, 0.1%
HgCl, i 2 min, 5z fi5 PA TR 2555 F /K Wik 3 Ik
Ja, BURN 523 i, #5018 1.2~1.4 (05 ¥ 0047 nT 1%
TR TR I 53 85 alifb 5 5, WA 5 70 2 Hh H A
RV

1.62 EAREA 3 AW E YRGB BRMRNE %k
W fat e 3 w4 b R | K B B (Mugwort looper)
/N w8 Rt (Jankowskia fuscaria) 4l H, & F 1+
M PEAT AL FE . BF 1.0x10° CFU-mL™" [ & Wit 1

FERE I R, RERE R B R TS 4t 3 R H 4
Hugr, Xt B4R AR RUJC B PBS AbH . AE4L4h
U E 10 SeihA ROEREAS, [FlRT 8 3 A2
B, B 24 h WS 1 IRY AT 3, R A Abbott
NI BEALIESE TR, 5% 7 d B AY BT IESE
TR,

2 HRE5HM

21 BEAFRHNIBEELETE MIET A RIER
AR ILARAG 15 BRIE B AIEAA R 0 35 25 R Y 4
FERE, 2045 B1 ~ B15S, @i il &k
P2 AN B HE R 4] DNA J=, >R FH 38 H 5190 % 168
rDNA (528 X #EAT PCR #7384, L PR DU i 7 Jor A7
FEA LY 1 400 bp BYFE MY 3G 4500, 1IESE
H s Bl sh 16 . 22 16S rDNA F41 He it I 26
B B1, B2, B5. B9 LA K& B10 3t 5 NEEREA HEXTAH
UEEE 99.0% LA I, HARZER UL 1,

R 1 RAEREREREIEFRMAE 16S rDNA FFILEXTEER
Tab. 1 Comparison of 16S rDNA sequences of enteric culturable bacteria from infected Biston suppressaria
ETRE FEARAR RS ARALEE /%
Number Similar species Accession number Similarity
Bl BT Enterobacter cloacae KC990807 99.21
B2 P RAEIRITH Glutamicibacter mysorens OP020885 99.55
B3 I} [CATPREIRAT I Citrobacter freundii 0Y324134 98.54
B4 AR PABIEE Pseudomonas plecoglossicida GQ398824 97.85
BS5 WA ZEMUFT IR Bacillus licheniformis LC814576 99.56
B6 LEHIFT B 8@ Bacillus sp. SGE178 HM566702 92.23
B7 FEPE A Alcaligenes faecalis LN870277 94.23
B8 H A FT IR Enterobacter cancerogenus LN890004 98.12
B9 ISMAERTA Enterococcus gallinarum LT223665 99.80
B10 ST Empedobacter brevis AM177497 99.62
Bll Kb R IR Serratia marcescens AB061685 98.43
BI2 Kb R IR Serratia marcescens AB270613 98.17
B13 A RAIATH Proteus mirabilis LT745977 98.15
Bl14 P ICHAFT I Enterobacter ludwigii AJ853891 98.07
BI15 MERTE & Enterobacter sp. CY2W15 HQ231936 98.15

22 BEHENRZEZEST ETRALRE
MRS R B R BN, 15 BRATE R T 10 DA
FrgJE (& 1), Hd, ¥ E & (Enterobacter) £,
% B1. B8, B14 £l B15 3t 4 Bk #k; Hkoh b &

K & (Serratia) T 25 HO 4T & (Bacillus ), V0 85 I
R E B, BI2 AR ZEAFT A& BS. B6 [
s HAy 7 @Ak 1 bR TABE

2.3 BURMEIGIE  ASE YR RRAL L 4 e TR
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ERFER
Protens

Empedebacter®

E1 EFEXUAEGZNERHERERETERMAE 16S rDNA REXEH
Fig. 1 The 16S rDNA phylogenetic tree of enteric culturable bacteria from infected Biston suppressaria
based on maximum likelihood method

T BETIRCUAREA ALY 16S IRNA HHHAER RS LB, R 15 TRk (B1 ~ B1S, ZLAHBIFRIC) 5 NCBI 2 HHKIIHL IR . #
WA RS B B R 1 SRR = 90% (1 000 IRFE AL ), ARBRIE W s SCHF R R T BE . SEAASMU R Gl A R B 226 3 e,
Rt FREAR N B B4 E Fh4+GenBank %55 G Bacillus sp. MK480094) ,

Note: The phylogenetic tree of 16S rRNA bacteria based on the maximum likelihood method shows the evolutionary relationship between 15 isolated
strains(B1-B15, marked with red circles)and NCBI reference strains. The black solid circle at each node indicates that the bootstrap value is =90%(1000
repetitions), and that the bootstrap value of unmarked nodes is lower than the threshold. The outer fan-shaped colors of the clades represent different
generic taxa, and the label format of the terminal leaves is "Abbreviation of genus + species + GenBank entry number"(Example: Bacillus sp.MK480094).

TEAE—E R AR (8] 2-A) o ZEALFT B B I iR
B6 JE I I ik () BOR AN, A FRALEE 7 H R
IEBET 33K 60.0%, FEASAETE ik 2 1 25 (P<<0.01);
RV E T R Rk B11 78 ] Wik b 2 b 2 3
H—EEIER, 7 A H B IERTI RN
23.1%, FEARFELEN &5 . FHABTRPRR 7 d BIHIE
FET-HH 0~ 13.3%, AL T 2F f ¥ 7 B 1 1k B6
BAR, YL ZEAIATIER B6 JEAET e F AL
W 3 s, i B6 YL % i FHist (FET Rl
24 h) BB Wz 2L P4 (8 3-D), kR
ER 0.5~ 1.2 mm 8632 0 Mo BE (& 3-E),
HARSA; SET- 12 h 5 SR g 25K 1Y 80%, i
TR K, FEBEY R IR 1.5 4% ~ 2.0 £i5; HAKJL
T)Z AR, FLE AR RS (] 3-C);
TRARAS ) i 2, 1l 58 i A Bt SR IR () 0 JHe R 1
LKL 3-F) .

W28 a2 AT AR Be AL FEEAE HAT A 14 3
FEAE AR T R 52 R, 42 B 1.2~1.4 B IR
WIEAT A DA B 53 85 o L) 43 85 5 2R AT R
B6 L& 2% I —E w5 Be- 11, I Halifk
3 0G4 16S rRNA LY . 745 R K B Be-
I 16S tRNA JF5IH B 1 202 bp, 5 59 1A
A3 B RR RN EAE IR 99.80%, BTASE T HUAK Y FEAE 2
TR B6 AN, (ARl A B6- 1T /2% G (g B 11
i X0 T e R e IR 1 3-C—F HYAET-HRAE, ELXT
A SO RL AL B 7 d BOIEAET- RS B6 —EL.

24 HFEEMARRENRBEE HemmiEdsh
ZEHAFF R Bo A B RUER RS H R 2 g 1, 1B
BT I RO | s M AN e Rk 4l PR A
SRR AT . SRR, FE 1.0x10°
CFU-mL 'B6 B B T, 7 d iR #7F iy Bt
KEIEAET - R A i, M AE 1.0x10° CFU-mL™'B6 B &



6 ]

P 28 e ek R SO A0 1 PR 0020 70 B 5 4

>

KOIEAET- 3

Corrected mortality rate

FEEREEE
[asjiasiyaaiaaiyaajaa)

—
m
2 4 5 Bacterial number

B2 REBEHKE 7 ER RSN RIHRERTE(A) & B6 B 3 R R4 AR ESET-%(B)
Fig.2 The cumulative corrected mortality of the geometrid at day7 (A) and pathogenicity against different

N

oe]

KIEAET -3

993
0.8 | —e— JMfli 4B, suppressaria
[*)
5 —eo - KM M. looper b
> 0.6
E067 _ e TR ’
5 J. fuscaria
£ 04+
B
: o
202}
3 . i
olet go=—"" :
1d 2d 3d 4d 5d 6d 7d

AL BER [A] Processing time

Trichopteridae insects (B)
TE: Bl ~ B15 SHACIRA, BARAF & IR, ST FEAR T KB s Hr SiE 3Pk (P<0.01, T=4.03) . P “*”R7R % Student's t i 5 PER IS i)
DU B BOREAS . AR RIS ) R R [R)ab BEZH ) 7 BEAR RIS 7 22 0T JE 3 25 e, T REA TR RN AR I 25 5
Note: The data were consistent with normal distribution, and the significance was verified by independent sample #-test analysis (P < 0.01, T = 4.03).
The "*" in the figure indicates the samples with deviations after the Student's # significance test. The same letters in different treatment groups at the same

time indicate no significant difference in ANOVA, while different letters indicate significant difference.

AZEFFEFNE bR B6 16 LB BRI IR LAY BRI B2
TV ROBEFE BB AAR 1175 C 2 BRI TR BO IS5 HOTHIAR FRU B A 1
ST 1 B 5 B 5 D R 2 B B0 T B RS R TR AL LA
E.Z 3 E00 i B6 SR J5 48 T i RUME 4 B 8] F.32 3 E00 1 B6
FET R RO 2405 LA I

A. The striation form of Bacillus strain B6 on LB solid medium; B.
Healthy B. suppressaria feeding on eucalyptus leaves; C. The lesions in B.
suppressaria after infection with pathogen B6; D. B. suppressaria foot
redness after infection by pathogen B6; E. B. suppressaria whole-body
image after infection with pathogen B6; F. The concentrated pulp
produced after the rupture of B. suppressaria, which died of infection with
pathogen B6.

3 ZETC 12 h iR RIEHHE
Fig.3 Characteristics of Biston suppressaria at 12 hours
after death

JERYLTR, 7 d /N 5 RO Y B TR IEAE T - R B
ik BORE B6 XX 3 F RUMESS R B T AN [F) i
JE R A% SRk, 7RIS Y 2 d Y REAE 3 b R =
H:—EFET R (& 2-B) . Horp, 7RIS 1 2 ~
6 KX — i [ B P, oA IR (4 e LE BT %6 i 35 v
TR M HR/ N v RO, X R BB TR B6 FEIX
ST () PR T ) RO 7y 75 R RO fe oy 35 > 58
B T RIS 7 REAG, BURTE B6 X K iy He (4 #
FNE P A 150, A IR AU T35 5 I RO A He
LU SRy W (S a i 2P & ST [

3 3t g

3 A8 XA ) SR () BT YRk ) RO A A i 3 2
PRIEAT 73 85 5 50, 487 1 I RO gy 3 P 40
YRS RO,y 54 5 L 2R 0 B0 TR 42
FIS LAY . BFST S R AR, JET AR ROBERE A
AP EI 15 OB R R A 20T, 55055 %
W H B B A A AL Z A . s E T
i A ZF AT T i 48 A 3 00 T K (Tuta absoluta)
1B 57 7 1 (Spodoptera frugiperda) ' #% 15 3%
SRR I I BRI R N AT TR
JE 7 B g 1 vl e s A ), 5
FACHIBE S B VAR O A i PR HE T Y E SR
e, VbR G B A R LAY B R BO T, HAR R
iV R Re - AR R4l R, MR RAERK K
B oA E I m Y, (HAHESY 0 B0 M R4
FPVPFEREE B11 5 B12 Xl ROESFE I
ANTRR 33X 2R I YR ) R XoT 2 28 A R A AE — K
AR, DRI OT AN IS B R AR B R Ao T IR
W fi7y T8 TP IR B B — 2D WL A T, ANPRAT T
J& (Citrobacter) 1 7= §8 ¥T # Fl (Alcaligenaceae) .
TR T BT Je8 240 3 EL AR R A BILIRR 7 A g
AIHEZ 51 518 pH H, 13— AR T R e
A EREE, AT RRE AN  U) T) R SE e A
TP 5T, 2L Al AR i T R Bl R A
XA TR AT fE -5 i RO i e AR BB A 1
A, B R A B0 D0) AT S T e 4 R A
TEEE
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FE SO PR 0 3 v, AN [R] 20 TR AR 2R X6 T e R
HIBURHLTAFE2ZE . 2RMFTF AR PR Bo it
o 5 ) B0 ROV, TR MR AR B 5 7 HASIESE TS
IR 60.0%, WA T 4¢48 B (Metarhizium anisopliae)
5Bk 118 7 (Beauveria bassiana)®' >, ZF T
R B6 L5, 4 i T Bt AR SR IR i i
PERGBE, FNBEE; SET- 5 iR kG, IR Ak,
BEDCIUT 02 i e, AP BEAE SR I It B, ax st
FRIER W] Be Al fel il - A E R 305 | A1 £
RV AET . ZATE 523, ZRAAT IR 40
PR BB 7 A 2P g 3R A, X 2Ly Jot ] fe Xt 1E
0 A 3 B A Y 545G Turchi 45 IE
SR AT R AT AR Y B-ANER BRI TS
FAHAEAY R A N, T RE S S EURBE ST i R
B ROBER R MR IS . LA, AP N IR R B T
AT T R 20 TE RE 8 7 AV I 2R R 24 B R I i
fity, PE— 2D WA A A SUEE R, X ] fig S5 AR
FEH D AR RO B BB A SR R 8 A G
Kt B6 SR UL J5 4y s R Y LAY — R B B0 PERE
TIE T RE 2 FH T2 B 7™ A 1) 8 R M2 S 309 Jmy 3
HAIRBERARAE RN . (HH TALIESL T BT
W A By DA SR AR A S BRI R, T — 2
i 1B B3 A5 A N FH 451 o

AR AR R, B6 TR AR R | Kk
M HUR/ N o RO 3 F RO R 3 e 4y R B —
A A& B P, E B A B S ) RO () A% I BE
TR WE R T 7 Ah A HL . 254 Chakrabarty
BTV RIF 5 1) i H B 5 2 AT TR A DG PERIL AR,
AT LA B6 Tk 5 T U 2 ] T BB AE AR R
LI 4R S A B A LA, Ao 45 a0 R |
B 0 AR FRARPE T X B6 T AR S R, ZER Y
b R, A 5 ER R Z BB T R AR
P AR ELAE DG ZR , 3X BhRE 5 M 30 1R 2 U 38
I AR T R IR R SRS i A R B ] ) B
KMy B PR IEBE T 3R A Bir B, (H 53 R
WEAE Lb 25 SR 10 2, R WIFE P22 B T A ] 3 i
PIPTPERIE T —2 AR 2 R0 RUR 3
IS EUR T Bo B MRAEF RBIG T AW
F N FH IG5, RE A AT R0 X B — 5 U Rl 2
FHIR LG O, b2 A 25 it T, RO B
B 0975 Ye A Xt RSB AR A 0 0 52 e o SR R U
B6 PR ELAE A= B R AT 0, (AR 52 AR

T 1.0x10" CFU-mL™" ¥ & #4775 T Ka I, 77—
FEM R BRI o S5 20584 5 M ZETRAT B R b
B6 1 &, FE T i 38 i Y R i — 20 R o R g
B6 B RS AT RO g 8 Gl ek W R 4 A AR 1k,
iAW 5 1 2 IR B AR ELAE b B
THIR FUE (R SO AIL T L T Az G €21 o7 47 5% g A 3L
FHER BB S . TR R IR RAN R IR
T B R TR RO (Y BB, [ E EAT R I 1 bR
[ o7 FHR G
4 & it

AW 7~ T FET I RO fi7 38 A W R O
(YL B 22 R, O 0 28 10 5L A S0 TR 1Y) 48 D TR
Bk B6, #E— 25 1 BOm M I BE S50 e B, ZREAT B
FHEBE B6 XAl i 4y i A 1 25 A B0 00,
HAAESE T #E i sy T HA AN

S 3Lk
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Initial isolation and identification of pathogenic bacteria

from Biston suppressaria on eucalyptus trees

YANG Shengji*, LIU Weili', LIN Jing', DENG Bo', SU Zhenye',

MENG Lihua’, LUO Dun', HUANG Hanlin"

(1. Guangxi Zhuang Autonomous Region State-owned Bobai Tree Farm, Yulin, Guangxi 537600, China; 2. School of Forestry,
Guangxi University, Nanning, Guangxi 530004, China)

Abstract: Biston suppressaria is a pest threatening eucalyptus plantations. Bacteria from its intestine were isolated and identified
by using traditional culture and molecular biology methods to find pathogenic strains for biocontrol of this pest. Fifteen bacteria
with distinct morphological traits were isolated from naturally infected, lethal B. suppressarias and identified into ten genera,
including Enterobacter, Serratia, and Bacillus via 16S rDNA sequence analysis. The Bacillaceae strain B6 showed the highest
pathogenicity. After treated with B6 by using the feeding method, B. suppressarias had a camulative corrected mortality of 60.0%
at day 7, with specific pathogenic characteristics observed in the dead insects. Re-isolation yielded colonies morphologically
consistent with B6, with a sequence similarity of 99.80%. Moreover, B6 exhibited certain pathogenicity to the other two types of
Geometridae larvae, including the common cutworm and small emerald moth, and showed significant insecticidal effects on B.
suppressarias at the early infection stage. This study provides a theoretical basis for the use of the Bacillaceae strain B6 to control
B. suppressarias and develop eco-friendly control strategies.

Keywords: B. suppressaria; bacterial isolation; 16S rDNA; Bacillaceae
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