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Fig.2 The phylogenetic tree of MKK genes of cassava and Arabidopsis
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Fig.3 Expression analysis of MKKs of cassava in response to ABA
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Fig.4 Expression analysis of MKKs of cassava in response to ACC
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Fig.5 Expression analysis of MKKs of cassava in response to JA
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Fig.6 Expression analysis of MKKs of cassava in response to Xam
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Identification and Expression Analysis of MKK Genes in Cassava

HOU Pengyu YU Xinyi XIAO Xiaorong ZHENG Linlin CHEN Yinhua

( Institute of Tropical Agriculture and Forestry Hainan University/Hainan Key Laboratory for Sustainable

Utilization of Tropical Bioresources Haikou Hainan 570228 China)

Abstract: The mitogen-activated protein kinase ( MAPK) cascade pathway is a signaling pathway widely present
in eukaryotic organisms. Based on cassava genomic data a comprehensive identification and phylogenetic tree a—
nalysis of mitogen-activated protein kinase kinase kinase ( MKK) family members in cassava was carried out by
bioinformatics methods. At the same time the expression pattern of each gene of the MKK family was analyzed
through hormone treatment and pathogen inoculation. The results showed that cassava encoded 11 MKK genes
which were distributed on chromosomes 3 4 6 10 12 16 and 17 of cassava. The expression analysis
showed that MKKs were responsive to ABA  JA and pathogen signal but not sensitive to ACC signal of which
MKK4 MKKS5 MKKS8 MKK9 and MKKII may be involved in cassava—telated pathogens defense pathways and
hormone signaling pathways.

Keywords: Cassava; MKK gene; identification; expression analysis



