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1
1.1 8 SC8 MS
1L MS22¢ 20 g CuS0O,0.32 g 3 g pH5.8 25°C 16 h.
3 30d
30d 100 mmol L' ABA. 4 °C 300 mmol-L' NaCl
18 03691224h 6 °
-80 C RNA 3 o
1.2 RNA cDNA 1 RNA TIANGEN, Beijing
RNA RNA cDNA
1 RevertAid First Stand cDNA synthesis Thermo Scientific, Shanghai o
RT-PCR cDNA o
1.3 Phytozome http://www.Phytozome.net/cassava.php CDS
° CDS Rboh
Blast o SC8 cDNA
PCR pEASYblunt TRANSGENE, Beijing o
1.4 MEGAT7.0
o ExPASy http://expasy.org/ °
SMART http://smart.embl-heidelberg.de/ o GSDS http://gsds.cbi.pku.edu.cn/
1.5 qRT-PCR SYBR Premix Ex Tag™ TaKaRa, Japan 95 °C
30s 40 95 C 58 55°C30s 72°C30s 72°C 10 min, 2-480
Ubq10 o 3 3 .
2
2.1 RNA cDNA RNA RNA
RNA Nano drop 2000 Thermo Scientific, Shanghai RNA  Ax/Aax 2.0
RNA o Ubiquitin10 Ubql0-F TGCATCTCGTTCTCCGATTG Ubql10R
GCGAAGATCAGTCGTTGTTGG cDNA RTPCR 100 bp
1A cDNA o
2000 bp— 5000 bp—
1 000 bp— 3000 bp—
2 000 bp—
1 00 bp—
A B
1 cDNA MeRbohE
A M 2000 bp maker 1~6 B M 5000 bp Maker 1 MeRbohE
Fig.1 Detection of cDNA with reference primers and MeRbohE gene amplification electrophoresis
A M 2 000 bp DNA maker 1-6 Samples B Note: M: 5 000 bp DNA maker; 1: MeRbohE
2.2 Manes.16G092100 Full-F
ATGCAAGACATGGGTAGAGAAG Full-R TTAGAAATTTTCTTTGTGAAAAT, SC8  cDNA

PCR 1% 1 2 800 bp IB .
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PCR pEASY-blunt 2 775 bp
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Fig. 2 Phylogenetic tree of MeRBOHE and AtRBOHs in Arabidopsis thaliana

2.4 MeRBOHE 925
104.8 KDa 8.90, SMART MeRBOHE
MeRBOHE NADPH FAD NAD Rboh
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Fig3 Conserved domain of MeRBOHE protein and intron/exon structure of MeRbohE sequence
A: Conserved domain of MeRBOHE protein; B: Intron/exon structure of MeRbohE sequence

2.5 MeRbohE 1 30d N
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9h o MeRbohE ABA

3h 115 MeRbohE JABA
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Fig. 4 Expression analysis of MeRbohE gene
A Tissue specific expression of MeRbohE gene in cassava root, stem and leaf

B ~ D Expression of MeRbohE gene under low temperature, high salt and ABA treatment
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Cloning and Expression Analysis of MeRbohE Gene in Cassava

Tang Zhijuan, Zhu Shousong, Yu Xinyi, Zhao Rui, Niu Xiaolei, Chen Yinhua, Geng Mengting

Institute of Tropical Agriculture and Forestry of Hainan University, Hainan University, Hainan Haikou 570228/Hainan Key Laboratory for Sustainable

Utilization of Tropical Bioresources, Hainan University, Hainan Haikou 570228 China

Abstract In this paper, we cloned a Rboh gene from cassava- MeRbohE, the whole length of the gene is 5 397 bp,
open reading frame is 2 775 bp, encoding 925 amino acids, the molecular weight of the protein is 104.8 KDa, and
the theoretical isoelectric paint of the protein is 8.90, the protein structure has typica plant Rboh gene family
characteristics. The results of gRT-PCR showed that the expression of MeRbohE gene was the highest in the roots,
folowed by the stems, and the lowest in the leaves; the expression of MeRbohE gene was up-regulated after being
induced by low temperature (4 C), high salt 300 mmol - L' NaCl) and 100 mmol - L' ABA. The results indicated
that the gene could respond to bidogica stress and lay a foundation for elucidating the mechanism of cassava Rboh
genein stress resistance.
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