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1.3 HbIMY C
GU434304 HMO061097 HM347338 HM347339 HM347340 . Primer Permier 5
HbIMY C o “7-33-97" DNA PCR
| 94 °C 5 min 94 °C 1 min 52~60 'C 45s
72°C 90s 72 °C 10 min 4°C o 25 &
1 HbIMYC

Tab.1 The specific primers for the amplification of HbIMYC genes

/5'-3" ) /bp /bp
Gene Primer sequence Primer length Amplification length
ATAACCCCAAGTCTCACTTGTAAACC 26
HbIMYC1 1619
CCTTAATATGAGATCAGCAAGCAC 24
CATGAAAAAGATATCAATGGAGGAG 25
HbiMy C2 1 540
GCACTATATAGAGAAAGACATAACAG 26
AGATATCAATGGAGGAGATAACGTC 25
HbIMY C3 1 440
GAGATCATAGGCTAGCAGCTAAGTT 25
TGACTCTACCAAAAACACAGAGAAC 25
HbIMY C4 1 506
GACCACATTTTATGCTAGTAGCTGT 25
ACTACGGTGCAAAGAACGAATATTC 25
HbIMY CS 1 656
GTTGTAGGTAGTGGACTCATTTGGA 25
1.4 PCR 5 HbLIMYCI HbIMYC2 HbIMYC3 HbLIMYC4 HbHIMYCS5
Biotin-Nick Translation Mix
DIG-Nick Translation Mix 100% -20°C
o ! ’ 70°C  70%
10 min 3~5 min, 50% 10% N
2x SSC.0.7 gL' DNA.0.33 gL' .ddH,0O 99 C PCR 10 min
37 C 16~24 h, FISH § FISH 7
1x PBS 1x PBS Triton- 100 20 wL  1x PBS
5 5 8min, 30 wL10 pg-mL ' DAPI DABCO
4 6- -2- 30 min
1.5 DAPI OLYMPUS BX51 TRF
Image-Pro Plus 6.0 - Photoshop Song Y °
10 “7-33-97"
= x 100%.
2
2.1 HbIMYC1  HbIMYC2 HbIMYC1

HbIMY C2 1A~C
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“7-33-97" .
HbIMYCI 6 32.56 HbIMYC2
9 47.96., 2

1 HbIMYCI  HbIMYC2 “7-33-97"
A B C D
Fig.1 FISH with HbIMY C1 and HbIMY C2 on interphase prophase prometaphase and metaphase chromosomes of rubber clone
Reyan- 7- 33- 97
A interphase B prophase C metaphase D cell karyotype
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Fig.2 FISH-aimed karyoidiogram on metaphase chromosomes of rubber clone Reyan- 7- 33- 97

2.2 HbIMYC3 HbIMY C3
N 2 3A~C
“7-33-97" 1 0 “7-33-97"

FISH FISH 3-D .
HbIMY C3 8 62.77, 2,
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3 HbIMYC3 “7-33-97"
A B C D
Fig.3 FISH with HbIMY C3 on interphase prophase prometaphase and metaphase chromosomes of rubber clone Reyan- 7- 33- 97
A interphase B prophase C metaphase D cell karyotype
2.3  HbIMYC4 HbLIMY C4
2 4A~C o 10
FISH 4-D HbIMY C4
5 55.67, 2,

4 HbIMY C4 “7-33-97"
A B C D
Fig.4 FISH with HbIMY C4 on interphase prophase prometaphase and metaphase chromosomes of rubber clone Reyan- 7- 33- 97

A interphase B prophase C metaphase D cell karyotype
2.4  HbIMYC5 HbIMY CS
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A~C 5 D ° HbIMYCS 9

5 HbIMYCS “7-33-97"
A B C D
Fig.5 FISH with HbIMY C5 on interphase prophase prometaphase and metaphase chromosomes of rubber clone Reyan- 7-33-97
A interphase B prophase C metaphase D cell karyotype

2.5 HbIMYC2  HbIMYC5 NCBI  HbIMYC2  HbLIMYCS5
2 Scaffold0103 2 10 224 bp.,

HbIMY C2 HbIMY C5 2

2 o 6.

HbIMYC2  HbLIMYCS 9 4796  47.22,

6 HbIMYC2  HbIMYCS5 “7-33-97"
A B C D
Fig.6 FISH with HbIMY C2 and HbIMY C5 on interphase prophase prometaphase and metaphase chromosomes of rubber clone
Reyan- 7-33-97
A interphase B prophase C metaphase D cell karyotype
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Physical Location of 5 Members of MYC Gene Family on the
Chromosomes in Hevea brasiliensis

GAO Yu "* ZHUANG Nanshen ' WANG Ying' GAO Hegiong'
1. Institute of Tropical Agriculture and Forestry, Hainan University, Haikou, Hainan 570228, China;
2. Rubber Research Institute, Chinese Academy of Topical Agricultural Sciences, Danzhou, Hainan 571737, China

Abstract :MYC transcription factors or Myelocytomatosis proteins (MYCs) play a very important role in the signal
transduction of jasmonic acid. Five genes of the MYC gene family of Hevea brasiliensis had been cloned, and their
functions had been reported. However, the specific locations of the MYC gene family members on the chromosome
have not been reported. In this experiment, the locations of 5 genes of MYC family of H. brasiliensis were
physically located on the chromosomes by using fluorescence in situ hybridization (FISH) technique. Rubber clone
Reyan 7-33-97 of H. brasiliensis was used as an experimental material. The results show that both HHI/MY C2 and
HbIMY C5 genes were located on the long arm of chromosome 9, with an average distance of 47.96 and 47.22 from
the centromere, respectively; HbIMY C1 and HbIMY C3 genes were located on the long arm of 6th and 8th
chromosomes, respectively, with a respective average distance of 32.56 and 62.77 from the centromere; HbIMY C4
was located on the short arm of 5th chromosome, with an average distance of 55.67 from the centromere. This study
explored the specific locations of the 5 genes and their relationships on chromosomes, which can provide cytological
basis for genomics and molecular marker assisted breeding of H. brasiliensts.
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