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o Mega7.0. 18 HNE1 ATCC7966 (
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1 HNE1
Tab.1 Main biochemical characteristics of the isolate HNE1
Items Results [tems Results
Oxidase + D- D-galactose +
Catalase + Sucrose +
O/F Mannitol +
Indole test + Arabinose +
M. R Methyl red + Lactose +
v-p - D- D-sorbitol -
Nitrate reduction + -
Aginine dehydrolase + Melibiose +
Liquefied gelatin + Galactose +
Lysine decarboxylase + Glucose +
Ornithine decarboxylase - Salicin +
Maltose + Esculin hydrate +
N 16S rRNA HNE1
(Aeromonas hydrophila spp. hydrophila) »
0.0019
0.002 1 HNE1
@ Aeromonas hydrophila subsp. hydrophila ATCC 7966
0.001 5 0.009 6 Aeromonas enteropelogenes strain CECT 4255T
0.0206 0-0026 Aeromonas eucrenophila strain CECT 4224
0.002 0 00047 peromonas salmonicida subsp. salmonicida A449
0.0124 Aeromonas schubertii strain WL1483
0.0126 0.0409 )
2 000 bp % Shewanella violacea DSS12
<4— 16S rDNA 0.0436 Gallaecimonas xiamenensis 3-C-1
0.0138 "
1 000 bp 05615 00139 0.010 4 Rahnella aquatilis HX2
750 bp - :0.013 5 Yersinia ruckeri strain Big Creek 74
500 bp 0.029 3 0.0343 Mangrovibacter sp. MFBO70
0.0037 L%027%  picyeva dadantii 3937
250 bp 0.036 4
. Tolumonas auensis DSM 9187
100 bp | 0.061 1 Vibrio genomosp. F10 str. ZF-129
0.594 3 0.048 2 Pragia fontium strain 24613

El 1 4r#tk HNE1 16S 1DNA LA PCR 973

Fig. 1 PCR amplification of 16S rRNA gene

fragments from isolate HNE1
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0.039 2 0.012 4

Aeromonas veronii strain TH0426

Aeromonas simiae strain CIP 107798
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Fig. 2 The phylogenetic analysis based on 16S rRNA

gene sequence of HNEI
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2
Tab.2 Resulis of healthy mice infected with HNE1 strain

/(cfu s mL™") / / 1%
Group Concentration Number of mice Number of the dead Mortality
1 3.2 x10° 10 10 100
2 3.2 x10’ 10 10 100
3 3.2x10° 10 8 80
4 3.2x10° 10 6 60
5 3.2x10°* 10 2 20
6 3.2 x10° 10 0 0
Control 0 10 0 0
3 HNE1D
Tab. 3 Drug susceptibility test of the isolate HNE1
/ mm
Sensitivity
Antibacterials Inhibition zone
Kanamycin 14.6 I
Amikacin 19.2 S
Erythromycin 9.6 R
Roxithromycin 12.2 I
Ciprofloxacin 23.5 S
Norfloxacin 16.8 I
Cidomycin 22 S
Ampicillin 9.2 R
G Penicillin 8.4 R
Ofloxacin 16.4 S
Polymyxin 20 S
Tetracycline 14.6 I
amoxicillin 7 R
Streptomycin 9.4 R
Novomycin 20.4 S
Spectinomycin 19.6 S
Selectrin 20.5 S
Cefoperazone 22.4 S
Cefalexin 16.2 S
Cefradine 8.6 R
Florfenicol 26.2 S
Tobramycin 20.6 S
Clindamycin 8.6 R
Chloromycin 9.2 R
Levofloxacin 25.6 S
Rifampicin 15 I
Nalidixic acid 8.4 R
R: (10 mm > =0 mm) ;I: (15 mm= =10 mm) ;S: ( > 15 mm)

R: Resistant (10 mm > zone diameter = 0 mm) ; I: intermediately sensitive (15 mm = zone diameter = 10 mm) ; S: Sen—

sitive (Zone diameter > 15 mm)
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Isolation and Identification of Pathogenic Aeromonas hydrophila
spp. hydrophila from Crocodylus siamensis

ZENG Jifeng PU Wenyuan GUO Guiying YANG Nuo HOU Guofeng ZHENG Jiping

(Institute of Tropical Agriculture and Forestry Hainan University Haikou Hainan 570228 China)

Abstract: A dominant bacterial strain isolated from the lesion tissues of the inspected dead Crocodylus siamensis in
Lingshui Hainan Province was identified via morphological observation and physiological and biochemical test.
The results showed that this isolated strain was gram-negative and was almost identical in characteristics to Aero—
monas hydrophila. The phylogenetic analysis based on 16S rRNA gene sequences further indicated that the isolate
was clustered in the genus Aeromonas with its sequence having the maximum similarity (99.9% ) with that of
Aeromonas hydrophila subsp. hydrophila. The artificial infection test showed that the isolate was highly morbige—
nous to NIH mice with the half median lethal dose of 2.5 x 10°cfu * mL~". The sensitivity tests of this isolate
with 27 antibiotics demonstrated that the isolate was sensitive to 13 antibiotics such as amikacin ciprofloxacin
cefoperazone etc and resistant to 9 antibiotics such as erythromycin ampicillin = streptomycin etc.

Keywords: Aeromonas hydrophila spp. hydrophila; Crocodylus siamensis; identification; drug sensitivity test



