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Fig. 1  Age structure of fine-scale local populations of Oreocharis dasyantha at four different sites
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Fig.2  Survival rate of fine-scale local populations of Oreocharis dasyantha at four different sites
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Tab.2 The life tables of Oreocharis dasyantha in four sites.

. Age N,O‘, of Survival Mortality ~ Mortality Interval life Total life Exp.ected Ln Disappear
Population Individuals rate life 1, ance rate
x a. L d, rate ¢, L, T, ‘. K.
I 165 1000.00  303.03 0.30 848.48 1378.79 1.38 6.91 0.36
I 115 696.97  563.64 0.81 415.15 530.30 0.76 6.55 1.66
W/ I 22 133.33 84.85 0.64 90.91 115.15 0.86 4.89 1.01
v 8 48.48 0.00 0.00 24.24 24.24 0.50 3.88 3.88
I 138 1 000.00 21.74 0.02  989.13 1 855.07 1.86 6.91 0.02
I 135 978.26  710.14 0.73 623.19 865.94 0.89 6.89 1.30
JF I 37 268.12 159.42 0.59 188.41 242.75 0.91 5.59 0.90
I\ 15 108.70 0.00 0.00 54.35 54.35 0.50 4.69 4.69
I 140  606.06 —-393.94 -0.65 803.03 1 878.79 3.10 6.41 -0.50
I 231 1000.00  567.10 0.57 716.45 1075.76 1.08 6.91 0.84
HM I 100 432.90  290.04 0.67 287.88 359.31 0.83 6.07 1.11
v 33 142. 86 0.00 0.00 71.43 71.43 0.50 4.96 4.69
I 11 611.11 -388.89 -0.64  805.56 2 694.67 4.41 6.42 -0.49
I 18 1 000.00 0.00 0.00 1000.00 2222.22 2.22 6.91 0.00
NG I 18 1000.00 277.78 0.28 861.11 1222.22 1.22 6.91 0.33
1% 13 722.22 0.00 0.00 361.11 361.11 0.50 6.58 6.58
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Fig.3 Haplotype distribution and network of fine-scale local populations of Oreocharis dasyantha at four sites
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Age Structure and Gene flows of Fine-scale Populations of Oreocharis
dasyantha ( Gesneriaceae) an Alpine Herb Endemic to Hainan Island

XING Enuo XU Shitao REN Mingxun
(Institute of Tropical Agriculture and Forestry/ Research Center for Terrestrial Biodiversity of the South China Sea

Hainan University Haikou Hainan 570228 China)

Abstract: The spatial distribution age structure and individual migration of plant populations in a partial land—
form might give a deep revelation of dynamics and potential adaptivity of plant populations which is a good refer—
ence for formulation of effective conservation measures for the plant populations. Four geographic populations of
Oreocharis dasyantha an epiphytic herb endemic to mountains in Hainan Island which grow on rocks and are
distinctly different in population at four sites were selected to study their age structure and life table for each
patch (fine-scale local population) within each geographic population and to analyze the genetic structure and
the intensity of gene flow between the patch populations by using the nuclear gene ITS and two chloroplast genes
(trn L¥  yc¢f1b). The results show that the 0. dasyantha populations tended to expand in the humid area of
Hainan Island but tended to decline in the dry area of Hainan Island. The fine-scale local populations of O.
dasyantha within the same site differed greatly in age structure growth rate mortality and disappearance rate
and were found to have private haplotypes growing in the same site. This may be due to the isolation effect of mi—
crotopography such as the slope valley and the path which led to the blocking of gene flow of O. dasyantha
with weak dispersal ability on the fine scale (about 10 m). Therefore for herbaceous plants with poor dispersal
ability it is necessary to maintain a smooth corridor for reproduction even at the fine-scale level so as to avoid
adverse effects of microhabitat such as slope valley and road to ensure long-term field conservation of the wild
populations.

Keywords: Oreocharis dasyantha; patch; isolation; population dynamics; conservation; Hainan Island



