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1.2 2013-06-13 345 F,, .F, .
AATICE 3 ; 4.5 m 0.6 m 30 ¢cm 16 2 o
1.3 (EL) .
(ED) . (KRN) . ( KRE) . ( DSW) . (100-GW) 5 5
1.4 EXCEL N N ;
;. DPS ; SPSS o
2
2.1 Fg, F,., (D
EL.ED.KRE.KRN.DSW F,, F 345
1 478/ 340F,,
Tab. 1 Character change of inbred lines F, , of YE478/DAN340 in the Education Garden of Science and Technology
Henan Agricultural University.
Parents Lines F.,
Trait 478 340 F
YEA4A78 DAN340 Mean Maximum Minimum F value Slope Peak
EL 13 13.2 14.73 17.66 11.06 22.09%* 0.33 0.12
ED 4.13 4.27 4.396 4.93 3.6 88.75* " 0.29 0.94
KRE 11.33 13.33 14.03 16.67 11.33 4.49° 0.08 0.02
KRN 23.13 12.4 21.3 26.7 12.4 32.0%% 0.37 0.7
DSW 107 33 96.499 171 33 30.54%" 0. 151 0.78
100-GW 32.47 32.84 31.4 39.28 21.27 1.57 0.125 0.687
% P<0.05 % %P <0.01
2.2 SPSS Fs., 6
EL 11.06 ~17.66 cm 14.73 ¢m 478 340
13.3% 11.6% F,., ; 1
F,, QTL o
2.3 Fs. RIL ( 1~06)
345 EL ED KRE KRN DSW 100-GW
Fi, . Fy
(1 ;
11.06 ~17.66 cm 13.0 13.2 cm; o
( 2) o
3.6 ~4.93 cm 4.13 4.27 cm; o
( 3) ;
11.33 ~16.67 c¢cm 11.33 13.33 cm o
4

12.4 ~26.7 cm

12.4 23.13 cm;
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Fig. 1 Histogram of ear length Fig. 2 Histogram of ear thickness
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Fig. 3 Histogram of kernel row number Fig. 4 Histogram of kernel number per row
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Fig. 5 Histogram of dry seed weight Fig. 6 Histogram of hundred-grain weight
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2
Tab.2  Correlation analysis of characters in maize ear in the Education Garden of
Science and Technology Henan Agricultural University
EL ED KRN KRE DSW
ED 0.191*~
KRE 0.034 0.076
KRN 0.484** 0.134 0.016
DSW 0.403™* 0.402™* 0.081 0.594 ™"
100-GW 0.424*~ 0.392*~ 0.124" 0.656"" 0.995"*
:* P<0.05 % %P<0.01
3
1
7-9
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Analysis of High Quality of Recombinant Inbred Lines of Corn

WU Jinshan ' LI Ruijie® MA Jing' ZHAO Qingjie' GAO Haojie' > WANG Yachen'
(1. College of Tropical Agriculture and Forestry Hainan University Danzhou Hainan 571737 China; 2. Sichuan University of Arts and Sciences

Dazhou Sichuan 635000 China; 3. Zhanjiang State Farms Research Institute Zhanjiang Guandong 524086 China)

Abstract: Corn parents YE478 and DAN340 were crossed to produce their first generation which were then in—
bred to produce 345 F, , recombinant inbred lines ( RIL) . The parents F1 and F, , were used as the material to
determine 6 traits in the corn ear ie. ear length ( EL) spike thickness ( ED) kernel row number ( KRN)
kernel number per row ( KRE) dry seed weight ( DSW) hundred grain weight ( 100-GW) . These 6 traits were
then placed for analysis of variance correlation analysis and normality test. Results show that all traits except
the 100-GW in the 345 lines were genetically different in reality. All the 6 traits were quantitatively genetic in
the F; , lines and the values of their traits were close to those of their parents. The F, , lines showed some trans—
gressive segregations over their parents and are hence good populations for genetic mapping.
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