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Tab.1 Genetic variation of 126 accessions of M. citrifolia in fruit traits
Mean Variation range Range Variance Variation coefficient
. ,/26 0.59 0.3~0.81 0.51 0.02 23.96
Juice yield
Leaf index 2.15 1.01 ~4.35 3.34 0.51 33.3
. . 1.68 0.75~2.85 2.1 0.19 25.98
Fruit shape index
o fem 5.27 3.21 ~6.87 3.66 1.17 20.58
Fruit diameter
. fem 8.75 4.02~12.32 8.3 5.76 27.43
Fruit length
) (g 113.82 11.8 ~189.4 177.6 3097.81 48.9
Fruit weight
/ 244.05 182 ~290 108 932.78 12.51
Seeds
/em
. .07 ~18. . . 34.
Leaf width 11.86 5.07 ~18.99 13.92 16.57 4.32
fem 23.05 14.27 ~30. 68 16.41 24.25 21.37
Leaf length
2.2 2 6 30%

o AVERAGE
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MR :0.038 0.042 0.041 0.015; SR :1.059 0.952 0.879
0.979; RR :0.862 0.914 0.895 0.976; CR :1.018 0.944 0.904 0.989,
CENTROID 4 o 4 G
3 0 AVERAGE
G o
2 6 4

Tab.2  Evaluation of the effectiveness of six cluster methods and four sampling strategies for M. citrifolia

Cluster method Sampling method MK Sk RR CR
P 0.038 1.059 0. 862 1.018
S 0.042 0.952 0.914 0.944
Average linkage L 0.041 0.879 0.895 0.904
G 0.015 0.979 0.976 0.989
P 0. 040 0.972 0.922 1.080
S 0.048 0.960 0.899 1.037
Centroid L 0.048 1.036 0.837 0.962
G 0.020 1.093 0.950 1.056
P 0.114 0.839 0.838 0. 844
S 0.092 0.877 0.857 1.116
Median linkage L 0.077 0.824 0.881 0.907
G 0.067 0.871 0.895 0.989
P 0.120 0. 802 0.833 1.071
S 0.092 0. 807 0. 806 0.946
Single linkage L 0.053 0. 802 0.829 1.028
G 0.053 0. 850 0.848 0.909
P 0.095 0. 887 0.872 0.891
S 0.065 0. 825 0.891 1.072
Ward” s minimum-variance L 0.079 0.872 0.815 0.848
G 0.053 0. 101 0.934 1.029
P 0.126 1.157 0. 806 0.811
S 0.099 1.195 0.825 0. 886
Complete linkage clustering L 0.013 0.832 0.849 1.068
G 0.009 0.879 0. 868 0.943
: MR SR RR CR P S

L G
Note: MR: means of traits; SR: variance of traits; RR: coincidence rate; CR: Variable rate; P: proportional

strategy; S: square root strategy: L: logarithmic strategy; G: genetic and diversity-dependent strategy
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A Method for Establishing Core Collection of Morinda citrifolia

CHENG Jiangbo XING Yiwang LAI Maoliang NIE Fengqin LIN Daozhe SUN Renyi FU Wenying
( College of Agronomy Hainan University Haikou 570228 China)

Abstract: The biological traits and agronomic traits were determined from 126 accessions of Morinda ciirifolia in
Wanning Morinda citrifolia Germplasm Repository and SRAP molecular markers of M. citrifolia were identified.

These genetic diversity data were analyzed by using the stepwise clustering methods to construct a core collection
of M. citrifolia germplasm. The results showed that the average linkage ( UPGMA) method combined with diver—
sity-dependent strategy ( G) sampling at 15% sampling proportion were optimum for construction of a core col—
lection of M. citrifolia germplasm. With this method a core collection of M. citrifolia with 21 different accessions
was constructed which represents the genetic diversity of the original germplasm of M. citrifolia.
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