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Construction and Expression Analysis of CgE6 RNAi Mutant
in Colletotrichum gloeosporioides from Hevea brasiliensis

HE Fen LUO Hongli

( Hainan Key Laboratory for Sustainable Utilization of Tropical Bioresources Hainan University Haikou 570228 China)

Abstrat: RNA interference ( RNAi) technology is one of the important methods for studying gene function but

it is not widely used in filamentous fungi. The RNAi binary vector pSilent-CgE6-FR was constructed based on

the principle of RNAi technology to investigate the function of effector gene CgE6 in Colletotrichum gloeospori—

oides from Hevea brasiliensis. Transformation was done by using the PEG mediated method and CgE6 RNAi

transformants were screened on culture medium with hygromycin. Seven transformants randomly selected were i—

dentified resistant at a molecular level. The results of PCR amplification for hygromycin gene were positive and

the semi—quantitative RT-PCR analysis demonstrated that the transformants had a lower expression of CgE6 but at

different levels than those of the wild type strain of which the transformants 2 and 7 showed a minimum expres—

sion of Cgk6. All these data showed that CgE6 RNAi1 mutants were successfully constructed which would help
to further study the functions of CgEG6.
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