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Advances in Fusarium Wilt Disease and the Mechanism of
Interaction Between Fusarium and Its Host

PEI Yueling ZENG Fanyun PENG Jun LONG Haibo GUO Jianrong

( Environment and Plant Protection Institute CATAS; Key Laboratory of Integrated Pest Management on Tropical Crops Ministry of Agriculture;

Hainan Key Laboratory for Monitoring and Control of Tropical Agricultural Pests Haikou 571101 China)

Abstract: The research progresses on pathogenic mechanism of Fusarium oxysporum and plant resistance mecha—
nism was reviewed including signal transduction system cell wall degrading enzymes ( CWDEs) some enzymes
involved in conquering plant defense system and genes related to pathogenicity and metabolic pathway. Prospect
of the mechanism of interaction between the pathogen and its host plant was discussed as well.
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