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A.pI3 ~10; B. pl4 ~7

Fig.4 The 2D gel electrophoresis of different pl using Immobiline DryStrip Gel
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Fig.5 2D gel electrophoresis maps of 3 replications of purified protein of Gluconacetobacter
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GC-MS Fingerprinting Analysis of Volatile Oil from Rhizome of
Alpinia Officinarum in Hainan

WANG Hui' ZHAI Hongli' MEI Wenli' YI Bo® CAI Caihong' ZENG Yanbo'
DONG Wenhua' DAI Haofu'

(1. Institute of Tropical Bioscience and Biotechnology/Ministry of Agriculture Key Laboratory of Biology and Genetic Re—
sources of Tropical Crops/Hainan Key Laboratory for Research and Development of Natural Products from Li Folk Medicine CA-

TAS Haikou 571101 China; 2. Department of Pharmacy the 187th Hospital of PLA Haikou 571159 China)

Abstract: Volatile oil extracted from rhizome of Alpinia officinarum in Hainan was analyzed by using GC-MS fin—
gerprinting and 110 constituents from the volatile oil was determined of which 20 constituents were detected ac—
curate and stable with good repeatability. This fingerprinting method can be applied in the evaluation of A. offici—
narum as it is simple and reliable.
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Two-dimensional Polyacrylamide Gel Electrophoresis Techniques for
Proteomic Research of Gluconacetobacter

YANG Xuan' LI Jun' LI Congfa' HAO Junran® XU Wentao® LIU Sixin'
(1. College of Food Sciences Hainan University Haikou 570228 China;
2. College of Food Science and Nutritional Engineering China Agricultural University Beijing 100083 China)

Abstract: The protein extraction isoelectric point of distribution and protein purification of the proteins of Glu—
conacetobacter a stain produced bacterial cellulose were tried and optimized to establish a set of two-dimension—
al polyacrylamide gel electrophoresis ( 2DE) techniques for proteomic analysis of Gluconacetobacter. The results
showed that Gluconacetobacter proteins were mainly distributed in the range of pl 4 —7. The 2D Clean-up kit
purification after ultrafiltration concentration gave better protein separation effect. Under Coomassie brilliant blue
G250 condition (1037 £65) protein points were isolated.

Key words: Gluconacetobacter; two-dimensional polyacrylamide gel electrophoresis; proteomics



