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Fig.1 TAL effector-DNA-hinding code
1.(a) TALs contain nuclear localization signals ( NLS yellow) and an activation domain ( AD green) to function
as transcriptional activators. A central tandem repeat domain ( red) confers DNA-binding specificity. Each 34 amino
acid ( AA) —repeat binds to one base pair ( bp) with specificity being determined by AA 12 and 13. Repeat zero is
indicated nonhomologous with other RVDs specifies for T. 2. (b) Repeat types have specificity for one or several
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Transcription Activator Like Effectors and Its
Application in Biotechnology
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Abstract: Transcription activator like effectors ( TALEs) are injected via the type Il secretion pathway of many
plant pathogenic Xanthomonas spp. into plant cells where they contribute to infection of disease or trigger resist—
ance by binding to DNA and turning on TALEs-specific host genes. All TALEs are composed of an N-ierminal
translocation domain central tandem repeat DNA binding domain C-erminal nuclear localization signals and an
acidic transcriptional activation domain. Advances in our understanding of TALEs and their targets have yielded
new models for pathogen recognition and defense. Recent elucidation of the basis for specificity in DNA binding
by TALEs expedites further discovery and opens the door to biotechnological applications. Here we summarized
the recent advances and prospects of TALEs technology with an emphasis on its structure and functions as well
as the transcription activatordike effector nucleases.

Key words: transcription activator like effectors; transcription activator like effectors nucleases; structural fea—

tures of TALEs ; prospects of TALEs in biotechnology



