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TTGGAC Box Box5 TTAAAT Box o 5 ( Boxl - pl Box1 - p2
Box2 —pl  Box2 —p2 Box3 —pl  Box3 —p2 Box4 —pl  Box4 —p2 Box5 —pl  Box5 —p2)
95 C 5 min 5 Box( Boxl ~ Box5) .
1 EMSA Femu2p-C,H,
Tab.1 Detection of oligonucleotide sequence of Femu2p-C,H, by EMSA
Name Sequence
Box1 - pl 5" - TTGGGT TTGGGT TTGGGT TTGGGT -3~
foxt Box1 - p2 5" — ACCCAA ACCCAA ACCCAA ACCCAA -3~
Box2 - pl 5° - CCGGGT CCGGGT CCGGGT CCGGGT -3~
Box2 Box2 - p2 5° - ACCCGG ACCCGG ACCCGG ACCCGG -3
Box3 - pl 5" - TTAAGT TTAAGT TTAAGT TTAAGT -3~
o3 Box3 - p2 5 — ACTTAA ACTTAA ACTTAA ACTTAA -3~
Box4 - pl 5" -TTGGAC TTGGAC TTGGAC TTGGAC -3*
Boxd Box4 - p2 5= GTCCAA GTCCAA GTCCAA GTCCAA -3
Box5 - pl 5" - TTAAAT TTAAAT TTAAAT TTAAAT -3~
Boxs Box5 - p2 5 — ATTTAA ATTTAA ATTTAA ATTTAA -3~
1.2.2 W4k Box 5§ Femu2p-C,H, ¥4 4 £ % Box1 10 20 30 40 pg  Femu2p-
C,H, ( GST ) 1/10 DNA 22 C
20 mino 1 wL 10 x DNA Loading Buffer 8%
" 100 V Loading Buffer 2/3 ( 1.5h). 0.1
pg * mL™"  Goldview/TBE 30 min o5 Box  Femu2p-C,H,
— 5 Box 20 pg Femu2p-C,H, o
2
2.1 Box 5 Box
5 Box
1. Box 24
bp
5
2.2 EMSA Femu2p-C,H,
Box GST Boxl 1
Femu2p-C, H, 1 7: Maker DL2000 ;2 ~6: Box1
Box2 Box3 Box4 Box5;8 ~9: Boxl —pl  Boxl —p2
2¢ GST Boxl Fe=  Fig 1 The agarose gel electrophoresis results of annealed single
mu2p-C,H, strand DNA
Femu2p-C,H, Boxl 1 7: Molecular weight marker DL2000; 2 —6: The agarose gel elec—

o

trophoresis results of double strand DNA Boxl Box2 Box3 Box4
and Box5; 8 and 9: single strand DNA Boxl — pl and Box1 - p2
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A Quick Easy Electrophoresis Mobility Shift Assay Method for Identifying
the Interaction Between Femu2p-C, H, Protein and TTGGGT BOX

FEI Xiaowen' WU Xiaoxia’> FAN Xinzhao© DENG Xiaodong
1. Department of Basic Medicine Hainan Medical College Haikou 571101 China;
2. Institute of Tropical Bioscience and Biotechnology CATAS Haikou 571101 China)

Abstract: The electrophoresis mobility shift assay ( EMSA) is a standard technique for studying the interaction
between proteins and DNA. The progress and advantages and disadvantages of the EMSA technology were briefly
analyzed based on which experiments were designed to improve the EMSA protocol for routine application. A
set of quick convenient and affordable EMSA experimental methods were explored and summarized through com—
bination of Femu2p-C,H, protein and TTGGGT Box including its mutants testing. This method can be used for
specific competitive interaction and response analysis of DNA-binding protein and DNA binding sequence.
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