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Fig. 1  Electrophoresis of colony PCR( a) and Not T digestion( b)
M: BM2000 DNA Marker; 1 to 6: No. 1 bacterial strain: 7 to 12: No.2 bacterial strain; H,0: Blank
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1 TICCGTAGGTGAACCTUCGGAGGGATCATTACTGAGTTTACGCTCTACAACCCT T TGTGAACATACCTATAACTG T TGCTICGGCEGGTAGETCICCRMGACCCTCCGGCTICCCGCCCCRGE0GGATCGA0GCCIGCCEGAGGATA Col letotrich
1 TTCCCTAGGTGAACCTGCOGAGGGATCATTACTGAGTTTACGCTCTACAACCCTTTGTGAACATACCTATAACTGTTGCTTCGECCOETAGGGTCTCCETGACCCTCCCOGCCTCCCGCCCCCORECEGETCOGCGCCCGCCGRAGGATA stylodd
1 -TCCGTAGGTGAACCTGCGGAGGGATCATTACTGAGTTTACGCTCTATAACCCTTTGTGAACATACCTATAACTGTTGCTTCGGCGGETAGGETCTCCGTGACCCTCCURGCCTCCCGCCCCCOERCEEETCGECGCCCGCCGEAGGATA. styloBl

ACCAMACTCTGATTTAACGACGTTTCTTCTGAGTGGTACAAGCAAATAATCAAAACTTTTAACAACGGATCT CTTGETTCTGGCATCGATGAAGAACGCAGCGRAANTGCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAAT Majority
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151 Acmcmmmmmmmmcmmmmmmmmmmm? Colletotrich
151 ACCAAACTCTGATTTAACGACGTTTCTTCTGAGTCETACAAGCAAATAATCAAAACT TTTAACAACGGATCT CTTGGTTCTGGCATCGATGAAGAACGCAGCGAANT GCGATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAAT stylodd
150 ACCARACTCTGATTTAACGACGTTTCTTCTGAGTGGTACAAGCAAATAATCAAAACTTTTAACAACGGATCT CTIGGTTCTGGCATCGATGAAGAACGCAGC GAAA TGO GATAAGTAATGTGAATTGCAGAATTCAGTGAATCATCGAAT atyloB)

CTTTGAACG! (.A(‘J\TT\“»(TGC(Iﬁfﬂ(}fféﬂﬂﬂﬂlﬁﬁﬂﬁﬁ&ﬂm@ﬂﬂmmmC(Tl‘)\\"' “AGCTGATGTAGGCCCTCAAAGGTAGTGGCGGACCCTCCCGGAGCCTCCTTTGCGT Majority
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301 CTTTGANCGCACATT0GCCGCCAGCATICTR06GGCA TGO TG TTCGAGCGTCATTTCAACCCTCAAGCTCTGCT GG TG TTGOGGCCCTACAGCTGATGTAGGCCCTCARAGGTAGTGGCGRACCCTCCCGGAGCCTCCTTIGNGT Colletotrich
301 CTTTGANCGCACATTC6CCCR0CAGCATTCT60G66CATGCCTG T GAGC S AT TICAACC CTCAAGC T TG T TS TG GGG CCTACAGCTGATGTAGGC CTCAAAGGTAGTGECGGACCCTCCOGGAGCCTCCTTIGEGT stylo3d
300 CTTTGAACGCACATTGCGCCG0CAGCATTCTGCGGGCATGCCTGT I GAGCG AT TICARCCCTCAAGCTCIGCT TGS G TTGG66CCCTACAGCT GATGTAGCCCTCARAGSTAGTGGCGGACCCTCCCGRAGCCTCCTTIGEGT stylogd

AGTAACTTTACGTCTCGCACTGGGATCCOGAGCGACTCTTGCCGTAAAACCCCCCAATTTTCCAAAGGTTGACCTCGGATCAGGTAGGAATACCCGCTGAACTTARGCATATCARTANGCGGAGGAX Majority
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451 AGTAACTTTACGTCTCGCACTGGGATCCGGAGGEACTCTTGCCGTAAAACCCCCCAATTTTCCARAGGTTGACCTCGEATCAGGTAGGARTACCCGCTGAACTTAAGCATATCAATAAGCGGAGGAA Colletotrich

451 AGTAACTTTACGTCTCGCACTGGGATCCGRAGGGACTCTTGCCGTARAACCCCCCAATTTTCCARAGGTTGACCTCAGATCAGGTAGGARTACCCGCTGAACTTAAGCATAT CARTAAGCGGAGGA stylo38
450 AGTAACTTTACGTCTCGCACTGOGATCCGGAGGRACTCTTGCCGTARARCCCCC - AATTTTCCAAAGGTTGACCTCGGATCAGGTAGGAATACCCGCTGAACTTAAGCATATCARTARGCGGAGGR styloB0
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Fig.3 rDNAHTS sequence analysis between two strains and Colletotrichum gloeosporioides
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2.6 Fig.4 Modality of isolated strain of Colletotrichum sp.

a: Conidia ( x400) ; b: Conidia group; c¢: Aerial mycelium
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Tab.1 The incidence of the disease attacking different varieties of Stylos

1%
Stylosanthes spp. Incidence Disease index Disease resistance
39
100 100 d
Stylo 39 Highly infectious
2 61.54 54.6
Stylosanthes guianensis cv. Reyan No. 2 ’ e Infectious
> 58.14 47.5
Stylosanthes guianensis cv. Reyan No. 5 ’ e Infectious
907
28.57 17.3 b
Stylo 907 Moderate disease resistance
Stylo1979 6.06 6.7 a

Disease resistance

(P <0.05)

Note: Data with different lower case letters in the table mean significant difference ( P <0.05)
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Accurate and Rapid Identification of Colletotrichum from
Stylosanthes spp.
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Abstract: Anthracnose is the main plant disease of Stylosanthes. Identification of pathogen of the disease is par—
ticularly important. Two pathogenic strains of anthracnose were separated by using conventional tissue isolation
method and the rDNA-TS of the pathogens were amplified by using universal primers ITS1/ITS4. The electro—
phoresis results showed that the target band was 500 bp approximately. Bioinformatics analysis showed that the
two strains were clustered into Colletotrichum gloeosporioides and had 99% homology. Five Stylo species were in—
oculated with the two pathogenic strains and the result showed that these 5 stylo species were different in toler—
ance to anthracnose.
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