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Fig. 1 Diagram of the experimental design of Bar hybrids and common wild rice
O: Common wild rice; X: Bar hybrids. A: Monoculture of Bar hybrids; B: Monoculture of common wild rice;
C: Mixed culture of Bar hybrids with common wild rice
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Fig. 2 The PCR assays of Bar-hybrids and common wild rice
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Fig. 3 The change of the tiller number of Bar-hybrids and common wild rice
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Tab.1 The relative competition ability ( RCA) of each species
Trait Bar - YC YC Bar - WN WN Bar - DF DF
Number of tillers 0.55 0.45 0.63 0.37 0.54 0.46
Number of leaves 0.54 0.46 0.58 0.42 0.61 0.39
Flag leaf area/cm’ 0.51 0.49 0.54 0.46 0.56 0.44
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Survival Competitiveness Between Common Wild Rice and
the F, Hybrids of Its Cross with bar Transgenic Rice

QIAO Jian XU Lixin YU Huanhui LI Hougi YUAN Qianhua
( College of Agronomy Hainan University Haikou 570228 China)

Abstract: Yacheng Wanning and Dongfang populations of common wild rice ( Oryza rufipogon Griff) were
crossed with bar transgenic rice B2 ( male parent) to produce F, hybrids ( “Bar-wild hybrids”). The growth
competition between the common wild rice and the Bar-wild hybrids was analyzed by comparing their performance
in seed viability growth characteristics seed set regeneration ability and other key agronomic traits under field
conditions. The Bar-wild hybrids generally had a higher germination rate than the common wild rice. The Bar—
wild hybrids were not much different in flag leaf area and tiller number from the common wild rice in monoculture
but had higher relative competitiveness ability than the common wild rice in mixed culture. The Bar-wild hybrids
generally had a high seed set percentage but had a lower ratooning rate ( regeneration of the stubbles) than the
common wild rice.

Key words: transgenic rice; bar; common wild rice; F, hybrids; survival competitiveness
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Obtaining and the Preliminary Analysis of Rice
OsCERK?2 Transgenic Plants

WANG Defeng' > CHEN Yan® XIAO Wenfang' > FU Xiumei' > XIAO Xiaorong' *
LI Xiugiong” PANG Jinhuan’® CHEN Yinhua'’
(1. Hainan Key Laboratory for Sustainable Utilization of Tropical Bioresources Hainan University Haikou 570228 China ;
2. Institute Of Microbiology Chinese Academy of Sciences Beijing 10010 China;
3. Agriculture College of Hainan University Haikou 570228 China)

Abstract: In this study Oryza sativa ssp. japonica var. Nipponbare used as material the Arabidopsis CERK1
was used to retrieve its homologous genes in the rice genome and a rice homologous gene CERK2 OsCERK2 was
obtained which ¢DNA of OsCERK2 was isolated by RT-PCR. Bioinformatics analysis showed that OsCERK2 was
a plasma membrane protein including a signal peptide its extracellular domain included an LsyM domain its ki—
nase domain included a protein tyrosine kinase domain. Overexpression vector driven by 35S promoter and RNA
interference ( RNAi) vector driven by maize ubiquitin promoter were constructed. The OsCERK2 gene was then
transferred into rice by Agrobacterium-mediated transformation. T, transgenic plants were obtained from each
vector. Amplifying T, transgenic plants by PCR and RT-PCR showed transgenic plants with efficient expression
were gained. The results would lay a foundation on further studying functions of OsCERK?2.

Key words: Oryza sativa; OsCERK2; gene isolation; vector construction; Genetic transformation; RT-PCR



