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Fig.2 The infrared spectra of starch PLL-S and PLL
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Fig.5 The relative molecular mass and its distribution of copolymer

A: Cumulative percentage of curve; B: Point of different molecular weights corresponding to the percentage of curve
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Fig.7 The PLL-S copolymer anti-DNase I degradation
The tunnels 1 to 4 and 5 to 8 represent the mass ratio of the PLL-S with DNA that was sequentially: 40 : 1
20:1 10:1 5 : 1; The tunnels 9 and 11 represent the mass ratio of the PLL-S with DNA that was also
0 : 1; The tunnels 10 and 12 represent the mass ratio of the PLL-S with DNA that was also 0.1 : 1
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Fig.9 The transfected 293T cells in vitro

The mass ratio of the PLL-S with DNA were respectively 64 :

132:116:18:1;

E and F represent respectively PLL and liposomes
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Research on the Preparation and Property of PLL-grafted
Starch Copolymer as Gene Carriers

ZHAO Tiangin DU Jie JIN Chunyang CAO Feng PAN Yanpeng CAO Xianying
( College of Material and Engineer Hainan University Haikou 570228 China)

Abstract. Poly-d.dysine-Starch ( PLL-S) copolymer was prepared by reductive amination reaction. The PLL-S
copolymer were characterized by infrared spectroscopy and nuclear magnetic resonance spectroscopy and the mo—
lecular weights of the PLL-S were examined by gel chromatography with a laser particle size analyzer to detect
its potential. We examined the ability of the PLL to DNA-binding and degradation of the ability of anti-DNase [

using agarose gel electrophoresis. The cytotoxicity of PLL decorated with starch modified was analyzed through
MTT method in 293T cells. We assayed the PLL-S transfecting plasmid DNA of capability. The results showed
that the prepared PLL-S graft ratio was 2. 8% a number average molecular weight was 60 629 potentials was
23.7 mV. PLL-S copolymer was capable of binding to DNA and protected DNA from the destruction of the
DNase [ . The cytotoxicity of the copolymer was low enough to achieve evaluation level of one or more standard.

transfection efficiency of the PLL-S copolymer was as high as (48 +3.2) % . We judged that PLL-S copolymer
prepared can be used as gene carriers in biomedical application by studying its performance.

Key words: PLL; soluble starch; gene carrier

( 137 )
Construction of Vector Expressing Xa21 during Whole Growth Stage

CAO Yuxin HUA Long ZHAO Tianlong LI Mingrong XIA Zhihui
( College of Agriculture Hainan University Haikou 570228 China)

Abstract: In this study the results of realtime PCR of rice sucrose synthase gene 1( RSuS1) showed that RSuS1
was highly expressed in sheath and leaf during whole growth stage. The promoter of RSuS1 was amplified from
genomic DNA template of an indica rice variety “Minghui 63”  then the DNA fragment of Xa21 including open
reading frame and terminator was amplified from vector pDBXa21 carrying completely genomic Xa21 fragment.
In order to breed transgenic rice with resistance to bacterial leaf blight during whole growth stage and without risk
of comestible safety we constructed an expression vector that Xa21 was driven by RSP.

Key words: Xa21; promoter of rice sucrose synthase gene 1; bacterial leaf blight; rice; whole growth stage



