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Fig.2  Comparison of partial DNA-A nucleotide sequence among HA1 HA3 and HA4
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Tab.2  Comparison of partial nucleotide sequence among HA1 HA3 HA4 and 14 begomoviruses

DNA-A
Nucleotide
Virus Abbreviation Accession Host Region sequences identities
number of partial DNA-A
HA1 HA3 HA4
HAL1 Cucumis melo Ledong 100
var. Saccharinus Hainan
HA3 Cucumis melo Ledong 96 100
var. Saccharinus Hainan
HA4 Cucumis melo Ledong 96 99 100
var. Saccharinus Hainan
Squash leaf curl China virus SLCCNV AB027465 Cucurbita Nanning 96 97 97
moschata Guangxi
Squash leaf curl Yunnan virus  SLCYV AJ420319 Cucurbita Jinghong 64 64 64
moschata Yunnan
Squash leaf curl China virus g1 oony_ o5 AM260206  Cucurbita Lo 96 97T 97
isolate G25 Guangxi
moschata
Squash leaf ‘curl China virus g 00Ny 61 AM260205  Cucurbita . 97 99 99
isolate Hn61 Hainan

moschata
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( 2 Continned)
Squash leaf curl China virus SLCCNV- Melon HM566112 . . 96 99 99
Cucumis melo Hainan
Squash leaf curl China virus ) cony_ g1 KC171648  Cucurbita 95 94 94
isolate GZ01 Guangdong
moschata
Squash leaf curl Philippines g ppy_ piyan EF199774  Cucurbita : 95
virus— Taiwan Taiwan
moschata
Squash leaf curl China virus —; cony ey EF197940  Cucurbita : 94 95 95
isolate MC1 Malaysia
moschata
Squash leaf curl China virus—
. SLCCNV- Wax Gourd: .
Wax Gourd: Nakhon Path— Nakhon Pathom EU543562 Bemn.casa Thailand 94 95 95
om pruriens
Squash leaf curl China virus =} 00Ny Thailand AB330078  Cucurbita : 9% 97 97
Thailand Thailand
moschata
Squash leaf curl China virus = SLCCNV- Cucurbita
Cucurbita pepo: Lahore pepo: Lahore AM286794 Cucurbita pepo L.  Pakistan 84 88 88
Squash leaf curl Philippines gy o py NC_005845  Cucurbita . 95 95 95
virus Philippines
moschata
Squash ].eaf. cur‘] China virus — S‘L.CCNV— Pumpkin: AY184487 Cucurbita ‘ 89 38 38
Pumpkin : Coimbatore Coimbatore India
moschata
Squash leaf curl China virus = o1 ooy g AF509741  Cucurbita : 95 97 97
K Vietnam
moschata
| SLCCNV
98- SLCCNV-[G25]
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SLCCNV-[Hn61]
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Fig.3 Homology tree based on partial nucleotide sequence of isolates of Squash leaf curl virus
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PCR Detection of Whitefly-transmitted Geminivirus of
Cucumis melo var. Saccharinus in Ledong Hainan Province

LIN Shaodong' > CHE Haiyan®’

(1. College of Environment and Plant Protection Hainan University Haikou 570228 China;
2. Environment and Protection Institute CATAS Haikou 571101 China;
3. Hainan Key Laboratory for Monitoring and Control of Tropical Agricultural Pests Haikou 571101 China)

Abstract: Four samples of diseased Cucumis melo var. Saccharinus showing stunting small leaf mosaic symp—
tom were collected in Ledong Hainan Province China. PCR product of expected size was amplified from three
samples using the begomovirus degenerate primer pair PA/PB  cloned and sequenced. The size of the PCR prod-
uct was 509 bp. Phylogenetic analysis showed that HA1 clustered with SLCPHV —  Taiwan and SLCPHV while
HA3 and HA4 clustered with SLCCNV- Melon and SLCCNV- Hn61  which indicated that the three samples
of C. melo var. Saccharinus were infected likely with different species of geminiviruses.
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