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Research Progress of the Origin and Genetic Diversity
of Domestic Chicken
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(1. School of Agronomy Hainan University Haikou 570228 China; 2. Hainan Key Laboratory for Sustainable Utili—
zation of Tropical Bioresources: State Key Laboratory Breeding Base Haikou 570228 China; 3. Key Laboratory of
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Abstract: The origin of chicken the diversity of mtDNA microsatellite 7 chromosome and high-throughput

SNP genotype of chicken were reviewed in order to provide reference for further research in the origin of Chinese

native chicken guiding their breeding.
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