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Cloning and Sequence Analysis of the apo14
Gene in Marsupenaeus japonicus

TAO Ying WANG Jun ZHONG Shengping LIU Hongtao MAO Yon
g gping g 8
( College of Ocean and Earth Sciences Xiamen University Xiamen 361005 China)

Abstract: Full length of apolipoprotein14 ( apo-14) gene was cloned from the total RNA of Marsupenaeus ja—
ponicus. Sequence analysis showed that the full cDNA sequence was 784 bp in length including the coding region
of 420 bp and encoded 139 amino acids. Homology analysis of the apolipoprotein14 amino acid sequence indica—
ted high sequence similarity in apo44 amino acid sequences between M. japonicus and other fish.
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Isolation and Identification of Staphylococci warneri
from Diseased Tilapia Fry

LI Xiaotuo' CHEN Qin' LIAO Chenghong' GUO Guiying' > LI Xiang'
JIA Xiaolin' ZHENG Jiping' YU Jinan'
(1. Key Laboratory of Tropical Biological Resources Ministry of Education;
2. Academic Affairs Office Hainan University Haikou 570228 China)

Abstract: Strains of Staphylococci the largest Gram positive stains were isolated by direct plating and Gram
stain from the samples of livers and gallbladders from the diseased Tilapia fry collected in Haikou. Analysis of
16S rRNA gene sequence showed that these isolates were highly homologous with Staphylococcus pasteuri and
Staphylococcus warneri  but further identified to be Staphylococcus warneri by PCR amplification of the sodA gene
for superoxide dismutase.
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