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Gene Cloning of DELLA Protein from Cassava and Its
Expression Patterns Under Drought Stress

LIAO Wen-bin PENG Ming

( Institute of Tropical Bioscience and Biotechnology Chinese Academy of Tropical Agricultural Sciences; Ministry of

Agriculture Key Laboratory for Biology and Genetic Resources of Tropical Crops Haikou 571101 China)

Abstract: The GA signaling pathway is regulated by the DELLA proteins. A cassava nucleotide with high se—
quence homology to Arabidopsis thaliana GAI ( AtGAI) was identified in the JGI database with the NCBI BLAST
program. This nucleotide named MeGAI has a full length of 1 857 bp and contained genomic coding se—
quences. Sequence comparisons between the MeGAI sequence and all of DELLA proteins in Arabidopsis indicated
that MeGAI also has similar conserved domains to the DELLA proteins of the Arabidopsis such as DELLA do-
main  VHYNP domain POLY( S/T) domain NLS domain VHVID domain leu zipper domain GRAS do-
main. All these domains indicted that MeGAI is an ortholog of AtGAI. Analysis of expression patterns of this gene
in response to drought stress treatment showed that this gene is down regulated. Moreover analysis of the expres—
sion patterns of the GA200x gene a key gene on GA biosynthesis process indicated that the GA200x gene has
similar expression patterns to MeGAI. All these results give the clues to possible involvement of GA signal in re—
sistance to drought stress.
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