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Structure and Function of LEA Proteins in Higher Plants

ZHOU Li JI Xiang-nan HE Fei PAN Qiu-hong DUAN Chang-qing

( Centre for Viticulture and Enology ~College of Food Science and Nutritional Engineering China Agricultural University Beijing 100083  China)

Abstract: Late embryogenesis abundant proteins ( LEA proteins) are a group of stress—responsive proteins in
higher plants that are induced by environmental stress. These proteins can enhance plant tolerance against envi—
ronmental stress via stabilizing cell membrane and binding ions. The category and structure of LEA proteins are
summarized herein. The researches conducted in recent years are reviewed about the roles of LEA proteins in
plant response to drought low temperature and other environmental stresses.
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Effects of Temperature and Salinity on Larval

Development of Anadara antiquate

PU Li-Yun CHEN FuXiao ZENG Guan-Qiong TAN Wei
( Hainan Fisheries Research Institute Haikou 570206 China)

Abstract: Responses of Anadara antiquate larval to various ambient water temperatures and salinity levels were
measured in terms of hatchability and larval development rate. The results showed that A. antiquate developed to
D - model larvae from fertilized eggs for about 22 hours and 45 minutes when incubated at the ambient tempera—
ture of 28 “C and the salinity level of 28. The optimum ambient temperature for larval development ranged be—
tween 25 ~29 °C within which A. antiquata had a higher embryonic development rate and a higher hatchability
but a low malformation rate. The optimum ambient salinity for larval development was 22 ~30 at which A. an-
tiquata gave a higher hatchability and a higher larval development rate and the larvae hatched from the eggs
grew well.

Key words: temperature; salinity; Anadara antiquate; larval growth



