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Advances in research of genes involved in anthocyanin biological
synthesis in plant and the genetic modification of the pathway

ZHAO De-yong' *

(1. Northwest Institute of Plateau Biology Chinese Academy of Sciences Xining 810001 China;
2. Graduate University of Chinese Academy of Sciences Beijing 100049 China)

Abstract: This paper reviews the advances in research of synthetic genes and regulator genes involved in the an—

thocyanin biological synthesis process as well as in genetic engineering in regulating the anthocyanin biological

synthesis. Anthocyanin biological synthesis process of plants belongs to the secondary metabolic pathway regu—

lates the expression of key enzymes involved in the pathway and could hence lead to a reduced or increased

yield of target compound. Genetic improvement of plants may be realized through modifying the secondary meta—

bolic process. Anthocyanin accumulation helps the plants to act against the UV radiation insects and fungi.

Further study on the defense molecular mechanism of the anthocyanin facilitates breeding of new plant cultivars

with resistance to diseases and adversities.
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