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Analysis of Genetic Variability of mtDNA CO I Genes
between two grouper hybrids and their parents
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ZHANG Yong' MENG Zi-ning' LIU Xiao-chun' LIN Hao—an'’
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2. Guangdong Daya Bay Fisheries Development Center Huizhou 516081 China;
3. College of Ocean Hainan University Haikou 570228 China.

Abstract: In order to identify the phylogenetic relationship among two grouper hybrids ( Qinglong grouper and
Hulong grouper) and their parents ( Epinephelus coioides @  Epinephelus coioides @ and E. lanceolatus &)  their
mitochondrial cytochrome oxidase subunit I ( CO 1) gene fragments were amplified by PCR and the 1551
base-pair nucleotide sequences of CO [ were examined. The results show that all 15 sequences are grouped into
9 haplotypes and 249 nucleotide polymorphic loci in CO [ gene fragments. Sequence divergences and genetic
distance analysis showed all the groupers shared 88.1% to 100% similarities in nucleotide sequence indicating
there is no significant genetic difference among these groupers. The two CO I haplotypes of Hulong grouper
showed 99% and 100% similarities with the haplotype of the female parent E. fuscoguitatus respectively but
only 88. 1% similarity with the male parent E. lanceolatus. The two CO I haplotypes in Qinglong grouper had
similarities of 99.7% to 100% with the three haplotypes of the female parent E. coioides and only of 89.3%
and 89.4% with the male parent E. lanceolatus. The results indicated that the two grouper hybrids were inherited
from their maternal parent in mitochondrial CO [ genes.
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