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Progresses on the Gene Flow from Transgenic Rice
to Common Wild Rice and its Close Relatives

YIN Zhaokun QIAO Jian YUAN Qian-hua
( College of Agriculture Hainan University Haikou 570228 China)

Abstract: The introgression of transgenes into common wild rice ( Oryza rufipogon) and its wild relatives or

weeds through pollen mediated gene flow is a major concern in environmental risk assessment of transgenic

crops. In the report the progresses on the gene flow from transgenic rice to common wild rice and its close rela—

tives were reviewed and the strategies for controlling transgene flow were also discussed.
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