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Progresses of the Study on Plant Abiotic Stress Response Genes

RUAN Meng-bin PENG Ming

( Chinese Academy of Tropical Agricultural Sciences Institute of Tropical Bioscience and Biotechnology Haikou 571101 China)

Abstract: Around the world abiotic stress is increasing as a result of a global climate changes which has be—

come the one of most important challenges for the world. The studies on plant response to abiotic stress can help

us to understand how plant tolerant the abiotic stress. In the paper the progresses of the study on plant abiotic

stress response genes were reviewed.
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