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Function of the First Intron of Cotton Sucrose Synthase 3
for Expression Regulation

RUAN Meng-bin YU Xiaoding PENG ming

( Chinese Academy of Tropical Agricultural Sciences Institute of Tropical Bioscience and Biotechnology Haikou 571101 China)

Abstract: Cotton sucrose synthase 3 ( SUS3) plays an important role during the cotton fiber development. Com—
pared to Arabidopsis SUS1/SUS4  the gene structure of cotton SUS3 has a high similarity with that of those two
genes. To determine the function of the first intron of cotton SUS3 the intron was isolated and inserted into the
GUS coding region to construct vector Susfig: : 121 and which was transformed into Arabidopsis thaliana media—
ted by agrobacterium. The results of GUS activity analysis of transgenic Arabidopsis plants indicated that the in—
tron down-regulated GUS gene expression in non-pollen tissues and specifically repressed GUS expression in pol—
len which suggested that the first intron played a role in gene expression.
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