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1 PCR
VoDAHPSA FJ604856 5 TgC TgC Tgg ACT CAC AgT T 3° 5 CAT gAg CAC CAT CCA gIT g 3°
VoDAHPS2 GU060644  5°CACCgg Agg ¢TA TeC TTCTA 3° 5°ACC AAg geC TTC ATC AAC AC 3
VoDAHPS3 GU060640  5°TgC TTT ggg TAg gTg AgA g AA 3° 57ggT TTg TTg CgA ggg TTT Ag 3°
VoCMA FJ60485  5° Agg CCg gTA gAT ATg AgA AC3°  5°TCA CAA gCT gCA gTT AgT CC 3
VoCM-2 GU060639  5°CTg CCA TCA AAg CAC AAg AC 37 5°CCA TCC CAT TCA CCA CTA CC 3~
VoAS GUO60638  5°CATCAg Cgg gAA CACTAT CA 3° 5°CAT CTg gAA gCC ¢TT TTg AC 37
VoUbiquitin AY684131  5°GTG GTA TTA TTG AGC CAT CCT T3~ 5°AAC CTC CAA TCC AGT CAT CTA C 3~
M AS CM2 CM1 A3 A2 A1
2 000 bp
1 000 bp
750 bp
500 bp
250 bp
100 bp
2 PCR
M: DNA DL2000; VwAS ( AS) . VwCM2 ( CM2) | VoCM- ( CM1)
VoDAHPS3( A3) .VoDAHPS2( A2)  VeDAHPS-( Al) PCR
1.2.3 PCR ABI 7300 PCR c¢DNA
cDNA . PCR
10 pL :5uL  SYBR ® Premix Ex Tag TM 0.2 uL.  ROX Reference Dye ( 50 x) (
) 4.5 pl ddH,0 1/6 p.  ¢DNA 1/3 pL (10 wmol « L™") o PCR
:95%C 30 5,94 C 10 s 60 C 31 s 40
1.2.4 19 o
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3 ~4 ( ) SPSS( Statistical Product and
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Effects of Low Temperature on Expression
of Genes Encoding Entrance Enzyme of Grape Shikimate Pathway
and Key Enzymes of Post Chorimate Pathway

LI Xiaoxi WEN Ya-qing LI Chundan PAN Qiu-hong

( Center for Viticulture and Enology College of Food Science and Nutritional Engineering China Agricultural University Beijing 100083 China)

Abstract: In this report grape ( Vitisvinifera L. cv. ‘Cabernet Sauvignon’) berries at 3 7 and 11 weeks after
full bloom were used as materials real time PCR were performed and the effects of treatments with constant low
temperature and variable low temperature respectively on the expression of the genes encoding 3-Deoxy-D-ara—
bino-heptulosonate-7 phosphate synthase ( DAHPS) an entry enzyme of shikimate pathway and anthranilic
acid synthase ( AS) and chorismatemutase ( CM) key enzymes of post-chorismate pathway were investigated.

The results showed that the effects were developmental stage dependent the treatments with constant and varia—
ble low temperatures both significantly increased the transcript abundance of three VoDAHPS isogenes and
VwCMH in 3-week berries; the activation extent of expression of VoDAHPS- and VoDAHPS-2 was much higher
than that of VouDAHPS-3 and VoCM-  which were greatly reduced accompanying with berry mature; the expres—
sion of VoCM=2 and VwAS was slightly affected by two low temperature treatments. Additionally the response of
these tested genes to low-temperature treatments was time dependent. These data suggested that a certain low—
temperature will stimulate carbon flow in young grape berries to shikimate pathway leading to the production of
more secondary metabolites.

Key words: shikimate pathway; constant low-emperature treatment; variable low-temperature treatment; gene

expression; grape berry
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Effects of Different Packaging Material and Preservation Thickness
on Storage Characteristic of Fresh-cut Melon

LIN Shi-sen CHENG Shan-han ZHANG Peng

( Key Laboratory of Protection and Development Utilization of Tropical Crop Germplasm Resources Ministry of Education;

College of Horticulture and Gardening Hainan University Haikou 570228 China)

Abstract: In order to investigate the effects of packaging material and preservation thickness on the storage char—
acteristic of fresh-cut melon monolayer and nondegradable film bilayer and nondegradable film monolayer and
degradable film bilayer and degradable packaging materials were used for the package of fresh-eut melon. The
results showed that bilayer film packaging delayed the deterioration reduced weight loss effectively and main—
tained the appearance quality better; bilayer and degradable film packaging maintained the high content of VC
and activities of POD and SOD. The conclusions were drawn that bilayer and degradable film is a good material
used for the storage and preservation of fresh cut melon.

Key words: fresh-cut melon; PE fresh-keeping film; materials and thickness of storage properties



