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Diversity of Endogenous small RNAs
and Gene Silencing Pathways in Plants
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Abstract: In the paper the species of plant endogenous RNA and related gene silencing pathways and the con—

stitute and function of main effectors in the silencing pathways were reviewed. In order to further explore the

complexity and diversity of regulation process in plant gene expression the differences in their function between

miRNA and siRNA were discussed. The paper provides basic introduction for the utilization of plant endo signal

pathway and will prompt the further research work in this field.
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