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Effects of DNA Extraction Methods

on Transgenic Sugarcane PCR Detection

WANG Xiaoyin' ZHAO Ting+ing' FENG Cuidian® ZHANG Shu-zhen’
(1. College of Agriculture Hainan University Haikou 570228 China; 2. Institute of Tropical Bioscience and Biotechnology

CATAS/Ministry of Agriculture Key Biotechnology Laboratory for Tropical Crops Haikou 571101 China)

Abstract: The effects of three template DNA extraction methods from different growth stages on transgenic sugar—
cane PCR detection were compared. The results indicated that the quality of DNA extracting from seedling leaves
was better than that of mature plants and mature stage and PCR detections were easier; DNA extracted from
sugarcane leaves with CTAB method SDS method and CTAB-SDS method were all suitable for PCR detection of
resistant plants in seedling stage. The quality of DNA extracted with CTAB-SDS method was the best for PCR de-
tection of resistant plants in mature stage.
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