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; ( formamide Deionized) BBI ; Easiseal Hybaide ; Poly—
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1.2
1.2.1 ° o 0.5~1 cm 0.002 mol « L™
8 - 15~20 C 2 h - (Vv Vv =3:1)
18 ~24 h(4 C) 3 30 min 37 C w=3% w=2.5%

4~5h 30 min (v v =3:1) 4 <C 30 min
PLL o

1.2.2 ( . AF041463) Primer
5.0 DNA PCR PCR
1.2.3 PCR *5mge L™ (0.01 mol * L' HCI) 5 min

0.5 x TBS 10 min 2 ~5 min o

PCR (n @ =70% (0.1 xSSC) 70 °C 2 min
0.1 xSSC 1 min 1 min. -20C @=75% 0 =90%
3 min o (2) 50 uL PCR 20 pL
Taq o :5 x Buffer 10 pL. 25 mmol « L.™'  MgCl, 9 ulL
S5geL™ BSAS5 uL 10 mmol * L™"  dATP IpL 10 mmol « L™"  dGTP 1 pL 10 mmol = ™"  dCTP
I pL 3.6 mmol « L™"  dTTP 1 pL 20 pmol * L™ DIGA1-dUTP 10 wL. 5 U * pL.™"  TagDNApolymerase
I pL 20 wmol » L™"  F-Primer 5 pL. 20 pmol * ™' R-Primer 5 pL. ddH,0 1 pL. (3) PCR
95 C 10 min 94 C 1 min 55 °C 1 min 72 C 1.5 min 20 72 C 10 min.
0.1 x PBS 37 <C 4 ~5 min.
w=5%  BSA(0.1 x SSC / 20) 100 pL 20 min 37 Co
BSA 20 mg * L™"  Anti-DIGFluorescein 50 uL 1h 37 %C. 0.1xSSC/
20 2 ~4 min. lg+L™" PI50 uL 15 min 37 C. 0.1 xSSC/
20 1 ~2 min o Vectashield 4 C 0.5 h.
( BX51TR -32FA1 - A03) WBV Penguin/ Proseries Camera systems
1.2.4 ’
= () 1009 .
(pm)
2
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TTAGATTTACTTC3- 5-AGCACCCAGGCATACTTGA3". MeEF | cD-
NA ( AF041463) 97 % MeEF 1 PCR.
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Physical Location of MeEF 1 from Manihot esculenta crantz
by in situ PCR

FENG Yao-wen'> WANG Ying' GAO He-qiong' ZHUANG Nan-sheng'
(1. College of Agriculture Hainan University Haikou 570228 China;
2. Tropical Crops Genetic Resources Institute Chinese Academy of Tropical Agricultural Sciences Danzhou 571737 China)

Abstract: In our report the chromosome was prepared using root tips of cassava variety SC6 the specific prim—
ers of MeEF | were designed accoding to the complete cDNA sequence in GenBank and in situ PCR was used to
locate MeEF 1 in Manihot esculenta craniz genome. The results indicated that one or two signals were detected by
in situ PCR on all phases of cell division; MEEF | gene located on the short arm of chromosome 10; the percent
distances of the gene from centromere is 35.11.
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