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Progress in the Study on Plant Drought Tolerance Mechanism

WANG Shu-chang
(Institute of Tropical Bioscience and Biotechnology, CATAS. Haikou 571101, China)

Abstract . In the paper: the physiological mechanism: the regulation pathway and the drought enduring proteins
of plant were reviewed, and the opinion that the selection of drought-resistant index could be determined accord-
ing to the characteristics of crop and research purpose, or according to the analysis of single element or multi-ele-
ment for drought tolerance breeding were proposed; and the opinion that the breeding in the future should focus
on the exploration of plant drought tolerance mechanism was also suggested.
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