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1.2
1.2.1 icycler™ Thermal Cycler
PCR  DYY-1I DYY - Il Gel Doc XR o
1.2.2 Lambda DNA /Hind Il + EcoR [ Markers 6 x loading buffer 10 g * ™' Rnase A Taq DNA poly-
merase 4 x ANTP mix ; 100 bp plus DNA ladder (
) ; ISSR
; Spanish o
1.3
1.3.1 DNA 0.5¢ CTAB °
DNA. 150 nL DNA w=0.8%
-20 C o

1.3.2 ISSR-PCR PCR 110 x buffer 2.5 L 2.5 mmol ¢
L~" MgCl, 200 pmol * L™" dANTPs Taq 1.5 U 0.5 wmol * L' DNA 40 ng ddH,0

25 uL. ISSR - PCR 194 C 4 min 94 C 40 s 52 ~62 C 455 72
C 120 s 35 72 C 8 min 4 C o 60 ISSR (

2) Tm=4(G+C) +2(A+1) 2 C 6
ISSR o w=1.5% (
0.5 mg* L-" EB) (0.5 xTBE 5Veem ') 1.5~2.0h 100 bp plus DNA ladder
Gel Doc XR o
2
(5°~3) (5°~3) (5°~3)

ISSR -002 GTGTCGTGCGTGCGTGC UBC -830 TGTGTGTGTGTGTGTGG UBC -868 GAAGAAGAAGAAGAA
UBC -811 GAGAGAGAGAGAGAGAC | UBC -831 ATATATATATATATATYA | UBC-869 GTTGTTGTTGTTGTT
UBC -812 GAGAGAGAGAGAGAGAA || UBC -832 ATATATATATATATATYC UBC -870 TGCTGCTGCTGCTGC
UBC -813 CTCTCTCTCTCTCTCTT UBC -833 ATATATATATATATATYG | UBC -871 TATTATTATTATTAT
UBC -814 CTCTCTCTCTCTCTCTA UBC -834 AGAGAGAGAGAGAGAGYT || UBC —872 GATAGATAGATAGATA
UBC -815 CTCTCTCTCTCTCTCTG UBC -835 AGAGAGAGAGAGAGAGYC|| UBC -873 GACAGACAGACAGACA
UBC -816 CACACACACACACACAT UBC -836 AGAGAGAGAGAGAGAGYA| UBC -874 CCCTCCCTCCCTCCCT
UBC -817 CACACACACACACACAA UBC -837 TATATATATATATATART UBC -875 CATGCATGCATGCATG
UBC -818 CACACACACACACACAG UBC —-838 TATATATATATATATARC UBC -876 GATAGATACATACATA
UBC -819 GIGTGTGTGTGTGTGTA UBC —-839 TATATATATATATATARG || UBC -877 TGCATGCATGCATGCA
UBC -820 GTGTGTGTGTGTGTGTC UBC -840 GAGAGAGAGAGAGAGAYT || UBC -878 GGATGGATGGATGGAT
UBC -821 GTGTGTGTGTGTGTGTIT UBC -841 GAGAGAGAGAGAGAGAYC|| UBC -879 CTTCACTTCACTTCA

UBC -822 TCTCTCTCTCTCTCTCA UBC -842 GAGAGAGAGAGAGAGAYG|| UBC -880 GGAGAGGAGAGGAGA
UBC -823 TCTCTCTCTCTCTCTCC UBC -843 CTCTCTCTCTCTCTCTRA UBC -881 GGGGTGGGGTGGGGT
UBC -824 TCTCTCTCTCTCTCTCG UBC -844 CTCTCTCTCTCTCTCTRC UBC -882 VBVATATATATATATAT

UBC -825 ACACACACACACACACT UBC -845 CTCTCTCTCTCTCTCTRG UBC -883 BVBTATATATATATATA
UBC -826 ACACACACACACACACC UBC -846 CACACACACACACACART | UBC -884 HBHAGAGAGAGAGAGAG
UBC -827 ACACACACACACACACG UBC -847 CACACACACACACACARC | UBC-886 VDVTCTCTCTCTCTCTC
UBC -828 TGTGTGTGTGTGTGTGA UBC -848 CACACACACACACACARG | UBC -887 DVDTCTCTCTCTCTCTC
UBC -829 TGTGTGTGTGTGTGTGC UBC -849 GTGTGTGTGTGTGTGTYA | UBC -891 HVHTGTGTGTGTGTGTG

2.1 DNA DNA
DNA . ( 1.
DNA  OD,,/OD,,  1.90 (3 ISSR - PCR .
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3 12 DNA
ODyy  ODy,  ODyy/ ODy, p(DNA) /(mg+ L") ODyy  ODyy  ODyy/ ODyyy  p( DNA) /(mg + 1.7")

NZ-001 0.1001 0.0535  1.87 500.5 NZ-023 0.1338 0.0675  1.98 669.0
NZ-002 0.0882 0.0471 1.87 441.0 NZ-027 0.0568 0.0289  1.97 284.0
NZ-007 0.0720 0.0392  1.84 360. 0 NZ-028 0.0937 0.0486  1.93 468.5
NZ-009 0.0849 0.0451 1.88 424.5 NZ-029 0.1002 0.0512  1.96 501.0
NZ-011 0.1129 0.0593  1.90 564.5 NZ -046 0.0889 0.0451 1.97 444.5
NZ-013 0.0878 0.0460  1.91 439.0 NZ-097 0.1183 0.0620  1.91 591.5

M 12 345678 91011121314 151617 18

Bt Bl R A e el e e e

1 12 DNA 2
1~6 UBC - 811 48.6
1~12 NZ - 001 NZ -002 NZ -007 NZ - 50.7 52.6 54.6 56.7 58.6 C; 7~12
009 NZ-011 NZ -013 NZ -023 NZ -027 NZ -028 UBC -873 47.6 49.4 51.7 53.6 55.
NZ -029 NZ-046  NZ-097 4 57.7°%C; 13 ~18 UBC - 891

47.6 49.4 51.7 53.6 55.4 57.7 C.

2.2 Tm Tm
o PCR
2 UBC -811 48.6 C 50.7 C
58.6 C 52.6 54.6 56.7 C
56.7 C ; UBC -873 47.6 C 49.4 C
55.4 C 57.7 C
51.7 ~53.6 C
53.6 C ;
UBC -891 47.6 ~57.7 C
o UBC -811 UBC -873
56.7 C 53.6 C, 4,
2.3 ISSR ISSR ( 4 15
~22 19 M NZ-001 NZ-00 NZ-O07 NZ-O09 NZ-011 NZ-OI3 NZAD3 NE-007 NEADS NZ-029 NZ-046 NZ-05°
. 12 ISSR 228
210 92.1 %
DNA
200 ~2 000 bp o 3
UBC -811 12

ISSR - PCR \ 3 UBC -811
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4
(5710 3") /°C / / 1%
ISSR -02 GTGCGTGCGTGCGTGC 62.0 21 19 90.5
UBC -811 GAGAGAGAGAGAGAGAC 56.7 18 17 94.4
UBC -814  CTCTCTCTCTCTCTCTA 54.4 15 13 86.7
UBC -815  CTCTCTCTCTCTCTCTG 54.2 20 18 90.0
UBC -823  TCTCTCTCTCTCTCTCC 55.3 20 19 95.0
UBC -835 AGAGAGAGAGAGAGAGYC 56.4 18 16 88.9
UBC -841  GAGAGAGAGAGAGAGAYC 56.4 17 15 88.2
UBC -842  GAGAGAGAGAGAGAGAYG 58.6 20 18 90.0
UBC -844  CTCTCTCTCTCTCTCTRC 58.6 22 21 95.5
UBC -845  CTCTCTCTCTCTCTCTRG 56.4 16 15 93.8
UBC -868  GAAGAAGAAGAAGAAGAA 52.2 19 17 89.5
UBC -873  GACAGACAGACAGACA 53.6 22 22 100.0
Total 228 210 92.1
Mean 19 17.5 -
ISSR N N N N DNA
N ? ISSR DNA
DNA o
o 12 228 210 (1 92.1%)
ISSR .
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Progresses of Cellulose Solvent

XU Tian4un FENG Yu-hong PANG Su-juan

( Key Laboratory of Ministry of Education for Application Technology of Chemical Materials in Hainan Superior Resources

College of Materials and Chemical Engineering Hainan University Haikou 570228 China)

Abstract: As biomass and reproduction resources for sustainable development cellulose has been paid more and
more attentions. Because of its high polymerization and crystallites degree cellulose is difficult to dissolve in
common solvents. The development of new solvent especially new ionic liquid solvent provided some new ways
to solve the problem in recent years. In this paper different solvent systems of cellulose were introduced and
the research existing condition dissolve mechanism application perspectives as new dissolvent for environmental
protection were compared whose purpose was to provide references for modification and decoration of cellulose
and development of more cellulose materials with new functions.

Key words: cellulose; organic solvent; hydrosolvent; acid solvent; ionic liquid
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Primer Screening in the Study on Ligustrum lucidum Ait.
with ISSR Markers

LI Chuan-dai
( Agricultural College Hainan University Haikou 570228 China; )

Abstract: 50 ISSR primers were used in the ISSR-PCR amplification for 12 germplasm materials of Ligustrum lu—
cidum Ait. from different areas and 12 effective ISSR primers which were suitable for all gerplasm materials of
Ligustrum lucidum Ait. were selected out which were used in the ISSR-PCR amplification for 12 germplasm ma-
terials of Ligustrum lucidum Ait. The results indicated that 228 distinct DNA bands are obtained and 210 bands
are polymorphic which amount to 92. 1% of the total bands amplified. Averagely 19 bands could be obtained
with each primer. The 12 primers selected could be effectively applied to ISSR analysis of the germplasm materi—
als of Ligustrum lucidum Ait.

Key words: Ligustrum lucidum Ait.; ISSR marker; primer screening



