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Construction of cDNA Subtractive Library
of Banana Leaf under Low Temperature Stress
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Abstract: To elucidate the molecular mechanism of cold damage to banana suppression subtractive hybridiza—
tion ( SSH) library was successfully constructed under low temperature stress and the natural growth conditions.
The library was analyzed by the blue & white spot screening cloning sequencing and semi-qPCR for No. 28
and the results indicated that there may be some unknown gene involving the anti-cold of banana except No. 28
and it is very possible to obtain more specific express gene under low temperature stress.
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