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Isolation and identification of leaf blight on

Clerodendranthus spicatus

SHANG Rui', MAO Jia’, WANG Yangian®’, BAI Tingting’, YANG Chunyong’,
WANG Hongwei', WANG Yanfang’, GUO Rui', LI Ge’

(1. Yunnan Medical Health College, Kunming, Yunnan 650033; 2. Agricultural Environment and Resources Institute, Yunnan Academy of
Agricultural Sciences, Kunming, Yunnan 650205; 3. Yunnan Branch of Research Institute of Medicinal Plants,
Chinese Academy of Medical Sciences, Jinghong, Yunnan 666100, China)

Abstract: In order to determine the pathogen of leaf blight of kidney plant (Clerodendranthus spicatus
(Thunb.) C.Y.Wu), the kidney plant leaves infected with leaf blight were sampled from a kidney plant
producing area in Yunnan, and one strain of the pathogen was isolated from the samples and then identified
morphologically and molecularly. The results showed that the pathogen cultured on the PDA medium was
white in colony, and well developed in aerial mycelia. The colony in the lower part was pale pink initially and
then turned yellow-brown. The apical cells of the conidia were uncinate, and the mature macroconidia have
3 ~ 5 septa. The pathogen isolated was inoculated onto the healthy plant leaves of C. spicatus. After several
days of moist culture, dark-brown lesions appeared at the inoculated sites of the leaves, which were consistent
with the field symptoms. Genomic DNA of the pathogen was amplified by using fungal rDNA-ITS universal
primers ITS1/ITS4 and analyzed by homology analysis. The results showed that the pathogen isolated was
clustered into the same branch with Fusarium nematophilum, F. equiseti, F. chlamydosporum and F. longip,
and had a nucleic acid sequence homology of 99.40%—-99.60%. The morphological observation, ITS sequence
analysis and establishment of Koch’s postulates showed that the pathogen was preliminarily identified as F.

oxysporum.
Keywords: Clerodendranthus spicatu; leaf blight; pathogen isolation; pathogen identification
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