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Tab. 1 Disease-resistant varieties of thin-skinned
muskmelon and their sources
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5 R T BAE TR AT FR A 7]
6 fifi8 A Oh ED A BRA
7 KIE VLI E KRR T BRA
8 ot A Oh ED A BRA
9 Tl TR AR BE iR S5 i
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Fig. 1 Symptom of fusarium wilt on thin-skinned muskmelon
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Fig. 2 Indoor isolation of the pathogens of fusarium wilt
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Fig.3 Colonies of the pathogens on PDA Fig. 4 Agarose gel electrophoresis of PCR product
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Fig. 5 Muskmelon seedlings inoculated with the pathogens Fig. 6 Pathogen colonies on the PDA plate
indoor
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Tab. 2 Field infection of thin-skinned muskmelon rootstocks with fusarium wilt pathogen

fili K27 Rootstock fhFh Varieties JEAEFE Plants planted &4k Plants infected A% % Infection rate
CK (W) 24 20 83.33
ok 24 3 12.50
il 24 0 0

HitAE JTRG1S 24 0 0
NE| 24 2 8.33
fili8 24 0 0
#R 24 0 0
KIE 24 2 8.33

TR it 24 6 25.00
I 24 0 0

2 2018—06—25 %E AH I AR AR 20 B I TG 45 2R .

Note: Experiment of potted muskmeon plants inoculated with fusarium wilt pathogen and planted on 25 June 2018.
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Pathogen Identification of Muskmelon Wilt in Hainan and Selection
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Abstract: Soilborne diseases occur seriously in the field of muskmelon (Cucumis melo L) in winter and spring
in Hainan in recent years, which severely affects the yield of muskmelon. The pathogens were isolated from the
stem tissue of the muskmelon seedlings infected with the soilborne diseases, and identified as Fusarium
oxysporum f.sp melonis by morphology and rDNA ITS sequence. Nine rootstock varieties of muskmelon were
inoculated with the spores solution of F. oxysporum f. sp. melonis with Meinong muskmelon variety as the
control to determine their resistance to muskmelon wilt caused by F. oxysporum f.sp melonis to select resistant
rootstocks. The results showed that the control Meinong muskmelon variety had an incidence of muskmelon
Fusarium wilt of 83.33%, while the rootstock varieties Guangzhen 1, Lianda, Xiali, and Yongzhan had no
incidence of Fusarium wilt, and can hence be used as candidates for disease-resistant root stocks for
muskmelon.
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